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419-425) 

12.     At the end of the conclusion, please add some future perspectives and explain how these 
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Comparative Study on the Stability and Adaptability of Different Models to Develop a 1 
High-Yield Inbred Line from Landrace Rice Varieties 2 

 3 
A B S T R A C T   4 
 5 

The objective of this study was to estimate yield potential, adaptability, and stability of 6 
superior lines resulting from inbred landraces based on parametric and nonparametric 7 
stability tests, and a genotype main effect plus G×E interaction (GGE) biplot. Fourteen inbred 8 

lines from Bengkulu landrace rice varieties were evaluated in five environments from 9 
January 2019 to November 2020. The experiment was conducted using a complete 10 

randomized block design with two replications. The results showed that the highest yield 11 
grouping based on the G × E heat-map, genotypes G13(BKL4-B1-268-10), G10(BKL2-B3-12 
264-6), G7(BKL1-B3-261-3), and G5(BKL1-B1-259-1), was found in Sungai Serut. There 13 

was a strong positive correlation (r = 1.00) between the mean yield (Yi) and YSi, S
2
di and Di, 14 

and Wi
2
 and StabVar. Meanwhile, The genotype occurred in the top third of the ranks (TOP) 15 

had a positive correlation of 0.78, indicating a suitable stability parameter to identify high-16 

yield genotypes. Biplot GGE analysis showed that two sectors provide a suitable environment 17 
for the genotype tested. The first sector, genotypes G7(BKL1-B3-261-3), G10(BKL2-B3-18 
264-6), and G13(BKL4-B1-268-10), was well adapted to Sawah Dendam, Aur Gading, Desa 19 

Semarang, and Sungai Serut, and the second sector, comprising genotypes G6(BKL1-B2-20 
260-2) and G5(BKL1-B1-259-1), was well adapted to Talang Benih. There were four 21 

consistently stable lines based on parametric and nonparametric stability analyses: 22 

G10(BKL2-B3-264-6), G7(BKL1-B3-261-3), G13(BKL4-B1-268-10), and G5(BKL1-B1-23 
259-1). The GGE approach methods showed consistent stability, and lines G13(BKL4-B1-24 
268-10), G10(BKL2-B3-264-6), G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and G6(BKL1-25 

B2-260-2) had high-yield potential, wide adaptability, and stability, and are recommended for 26 
further testing as candidates for new varieties. 27 

Keywords: inbred line; landraces; parametric stability; nonparametric stability; GGE biplot 28 

 29 
1. Introduction 30 
 31 

Rice cultivation in Indonesia is an essential part of the national economy. It is spread 32 

out at an altitude of relatively 0 to 450 m above sea level. Therefore, it is necessary to 33 
provide varieties suitable for site-specific agroecosystems. Bengkulu Province is in the 34 

southern part of Sumatra, Indonesia, where the cultivation of local rice varieties is still quite 35 
extensive, with various types contributing significantly to rice production. Local varieties 36 
(landraces) have the advantage that they are more resistant to biotic or abiotic stress, but 37 

generally have long maturity, greater height, and poor grain yield (Khairullah et al., 2021). 38 
However, efforts to enhance production can be realized through plant breeding programs. A 39 
breeding program with one cycle of recurrent selection and pedigree has been carried out 40 

since 2010 by crossing landrace varieties Sriwijaya and Bugis with drought-tolerant lines 41 
IR148 and IR7858-1 (Herawati et al., 2017), and several progeny lines have been identified 42 
on a molecular level as being resistant to drought (Herawati et al., 2021). Furthermore, this 43 

study is expected to solve the problem of providing superior varieties originating from 44 
breeding programs through the development of landrace varieties for high yield, wide 45 

adaptation, stability, and resistance to biotic and abiotic stress. 46 

The success of these studies depends on two factors: the accuracy of the estimated 47 

results related to the experiment and the ability to estimate the new environment (Fasahat et 48 
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al., 2014). Recommendations for developing new high-yielding varieties include reliable and 49 

accurate predictions of yield (Alam et al., 2015; Ikmal et al., 2020). Multilocation 50 
experiments are important to obtain genotypes that are adapted to a specific location or tend 51 
to be stable under various environmental conditions (Gauch, 2006; Ponnuswamy et al., 52 

2018). 53 
Multilocation trials are important in plant breeding and other studies carried out in the 54 

field of agronomy. A combination of agronomy and plant breeding is needed to improve 55 

plant characteristics and stability testing before releasing new varieties. This information can 56 
be obtained from several experiments. A single stability analysis method may not be 57 

sufficiently representative to determine the performance of genotypes across environments 58 
because it will give different results, which sometimes lead to wrong decisions about 59 
genotype stability. Breeders generally use several methods to determine genotype adaptation 60 

and stability and to interpret genotype stability for variety release recommendations. Using 61 
several stability methods helps them make the right decision about the stability of a genotype 62 
by comparing statistical relationships between them (Shukla et al., 2015; Goksoy et al., 63 

2019). 64 
Parametric and nonparametric approaches are used to analyze the stability of 65 

genotypes. Several previous studies have investigated the adaptability and stability of plant 66 

genotypes (Abdipour et al., 2017; Goksoy et al., 2019; Subasi and Basalma, 2021). The 67 
nonparametric methods have some advantages over the parametric stability methods. These 68 
methods reduce the bias caused by outliers and no assumptions are needed about the 69 

distribution of the observed and easy to use and interpret and the additions or deletions of  70 
one or few genotypes don’t cause much variation of results (Huehn, 1990; Mortazavian and 71 

Azizi-Nia, 2014; Goksoy et al., 2019). The nonparametric approach is based on the 72 
phenotype rank in each test environment with a stable genotype. The concept of 73 
nonparametric stability, as related to phenotype rank in each environment, refers to a 74 

homeostatic G × E interaction theory. This involves the stability of a genotype in all 75 
environments (Huehn, 1990). Nassar and Huehn (1987) stated that nonparametric analyses 76 
are unbiased and need not consider the type of data distribution. Furthermore, Yue et al. 77 

(1997) found that nonparametric stability analysis serves as an alternative to the parametric 78 
approach, although it cannot explain the adaptability of the lines. However, for these reasons, 79 
the nonparametric method is usually utilized, as reported by Huehn (1990). 80 

 The analysis of mega-environments uses GGE biplot to study the stability of a 81 
genotype (Akter et al., 2015; Balakrishnan et al., 2016; Shahriari et al., 2018). It is an 82 

interactive analysis technique consisting of the main effect of the genotype (G) and the G × E 83 

interaction (Yan and Kang, 2003). GGE is constructed using two main components, namely 84 
PC1 and PC2, derived from single value decomposition with data obtained through 85 
multilocation experiments. Biplots are multi-dimensional; however, the two dimensions PC1 86 

and PC2 are the most common. This study aimed to obtain information on yield potential, 87 
adaptability, and stability of superior lines resulting from inbred landraces with superior 88 

varieties. These lines are recommended to be widely adapted to the environment of rainfed 89 

lowland irrigated rice and dry land as candidates for new varieties. 90 

 91 
2. Materials and Methods 92 
 93 

The experiment was conducted from January 2019 to November 2020, in five 94 

environments in Bengkulu Province, namely Aur Gading (North Bengkulu), Talang Benih 95 
(Rejang Lebong), Sawah Dendam, Sungai Serut, and Desa Semarang. Environmental 96 
characteristics are presented in Table 1. The genotypes used were 14 superior inbred lines 97 
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from Bengkulu local rice varieties (Sriwijaya and Bugis) with superior drought-tolerant lines 98 

(IR7858-1 and IR148) and two checks: Inpago 12 and Rindang 2 (Table 2). 99 
 100 
Table 1  101 

Characteristics of 5 environments trial in Bengkulu Province 102 

Environment Year Soil Type 
Altitude 

(m) 

Rainfall 

(mm) 

Temperature (º C) 
Irrigation Type 

   Min             Max 

Sungai Serut (SS) 2019 Ultisol 60 101 26                36 semi technical 

Desa Semarang (DS) 2019 Ultisol 50 112 26                35 semi technical 

Talang Benih (TB) 2019 Andosol 300 118 24                34 Technical 

Sawah Dendam (SD) 2020 Ultisol 50 277 25                35 Technical 

Aur Gading (AG) 2020 Ultisol 100 215 26                36 Rainfed 

 103 
Table 2 104 

Genotype, accession number, and pedigree 105 

No. Genotype Accesion number Pedigree 

1 G1 BKL3-RS1-1-253-18 Sriwijaya x IR148 

2 G2  BKL4-RS1-1-256-21 Sriwijaya x IR7858-1 

3 G3  BKL4-RS1-2-257-22 Sriwijaya x IR7858-1 

4 G4  BKL4-RS1-3-258-23 Sriwijaya x IR7858-1 

5 G5 BKL1-B1-259-1 Bugis x IR7858-1 

6 G6 BKL1-B2-260-2 Bugis x IR7858-1 

7 G7 BKL1-B3-261-3 Bugis x IR7858-1 

8 G8  BKL2-B1-262-4 Bugis x IR148 

9 G9  BKL2-B2-263-5 Bugis x IR148 

10 G10 BKL2-B3-264-6 Bugis x IR148 

11 G11 BKL3-B1-265-7 Sriwijaya x IR148 

12 G12  BKL3-B3-267-9 Sriwijaya x IR148 

13 G13 BKL4-B1-268-10 Sriwijaya x IR7858-1 

14 G14  BKL4-B3-270-12 Sriwijaya x IR7858-1 

15 Inpago 12 Check Variety - 

16 Rindang 2 Check Variety - 

 106 

 107 

Comment [R8]: The genotype source 
The question no.4  by reviewer 2 

 

Rebuttal to reviewer comment: 

the genotypes source available already 

Comment [R9]: Number of genotypes are 
limited (Question number 3 by reviewer1) 

 

Rebuttal to reviewer comment: 

Multi-environment trials play a key role in 

selecting the best varieties/genotypes to be 

used in diverse environments. We focused on 

superior genotypes from selection based on 

desirable morphological characters and high 

yields. 

 



The study was carried out using a completely randomized block design with two 108 

replications. The experimental plot was 5 m × 5 m in size. Twenty kg of manure was spread 109 
and mixed with the soil in the first fertilization. Planting was performed with a spacing of 20 110 
cm × 20 cm, and each plot was fertilized with 400 g urea, 200 g SP-36, and 200 g KCl a 111 

week after planting, 112 
The variables observed were plant height, number of productive tillers, panicle length, 113 

number of filled grains/panicles, percentage of empty grains, 1000-grain weight, grain weight 114 

per hill, and grain weight per plot. Harvesting was carried out using physiological ripening 115 
criteria marked by 80% yellowish panicles in one plot. Furthermore, the grain was dried until 116 

it reached a moisture content of ±14%. The grain yield per hectare was derived from the 117 
conversion of grain weight per plot. 118 

The yield component variables were analyzed using combined variance analysis and 119 

the least significant difference test at a 5% level, according to Steel and Torrie (1980). The 120 
estimation of yield adaptability and stability is based on the coefficient of variance (CVi) 121 
(Francis and Kannenberg, 1978) and regression (Finlay and Wilkinson, 1963; Eberhart and 122 

Russell, 1966) as follows: 123 
 124 
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 126 

where     is the grain yield of genotype I in environment j;  ̅  is the average yield of inbred 127 

line I and  ̅  is the average performance of the environment j, and   ̅is the grand mean. The 128 

genotypes would be more adapted to favorable environmental conditions if bi > 1. The 129 
genotypes would be adapted to unfavorable growing conditions if bi < 1, and if bi = 1, those 130 

genotypes would have an average adaptation to all environments. Genotypes with    
  = 0 131 

would be most stable, whereas a    
  > 0 would indicate lower stability across all 132 

environments. 133 

 134 
Wricke’s ecovalence (Wi

2
) and Shukla’s stability variance (σ2) were measured as follows: 135 

 136 
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where     is the observed yield response,  ̅  and  ̅  correspond to the previous notations, and 138 

 ̅ is the grand mean. Genotype stability occurs when   
  = 0. The stability parameter uses 139 

stability variance (  
  , which was obtained from the following equation: 140 
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The sum of square the genotype-environment interaction was determined as follows: 143 
 144 
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Nonparametric stability parameters include Kang’s yield and stability index (YSi). 146 

(Kang) and Nassar and Huehn (1987) proposed four nonparametric stability statistics, Si
(1)

, 147 
Si

(2)
, Si

(3)
, and Si

(6)
, which are based on yield ranks of genotypes in each environment and are 148 

estimated as follows: 149 
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 152 

In the above equation,     is the rank of the i
th

 genotype in the j
th

 environment,  ̅  is the mean 153 

rank across all environments for each genotype, and N is the number of environments. The 154 

genotype with the lowest value would be the most stable across environments. 155 

 156 
Thennarasu (1995) proposed four nonparametric stability parameters based on adjusted ranks 157 

of genotypes within each test environment. The formulas to compute these statistics are 158 

shown below: 159 
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 164 

where      is the rank of i
th

 genotype in the j
th

 environment based on adjusted data,   ̅  is the 165 

mean ranks for adjusted data,      the median ranks for adjusted data, while  ̅  and     are 166 
obtained from the original data. The relationships among the stability using Spearman’s rank 167 
correlation and the stability analyses were based on the main components of the GGE biplot 168 

and analyzed using PBSTAT-GE software (www.pbstat.com). 169 

 170 
3. Results and Discussion 171 

3.1. Agronomic performance of inbred lines 172 

This study evaluated the yield performance and stability of 14 inbred lines from 173 

landrace varieties compared to two superior varieties (Inpago 12 and Rindang 2) under 174 
different irrigation types in Bengkulu, Indonesia. The combined analysis of variance 175 
indicated wide variability in the lines under testing (Table 3), which suggests that the lines 176 

interacted differentially regarding yield component performance; therefore, further general 177 
adaptability and stability analysis across lines should be followed before their selection for 178 
release as new varieties. 179 

Table 3  180 

Mean square of combined analysis of  variance across environment of  yield component  of 181 
14 inbred lines  182 

Source of variance Df 
Panicle  

length 

Number of  

Productive  

Tiller per 

hill 

Filled  

grain  

per panicle 

Unfilled 

grain per 

panicle (%) 

1000-grain 

Weight 

(g) 

Grain 

weight per 

hill (g) 

Yield 

(tonnes/ha) 
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Environment (E) 4 38.21** 359.49** 18,356.66** 524.74** 50.88** 9,464.23** 324.66** 

Replication/R 5 0.24 2.06 92.26 35.44** 1.30* 21.90 2.04** 

Genotype (G) 15 8.92** 49.11** 839.64** 235.55** 12.24** 444.43** 31.46** 

GxE 60 2.80** 13.96** 1,156.62** 74.51** 1.88** 372.63** 11.96** 

Residuals 75 0.39 1.10 53.53 7.77 0.44 15.27 0.57 

*, ** Significant at the 0.05  and 0.01 probability levels, respectively 183 

Yield response is a combination of yield components, namely panicle length, number 184 
of productive tillers, number of filled grains, 1000-grain weight, and grain weight per hill 185 
(Table 4). The appearance of the agronomic characteristics showed that the panicle length of 186 

24.85–27.04 cm was significantly different from that of Rindang 2. The number of 187 
productive tillers ranged from 9.68–15.22, which was significantly different from that of 188 
Rindang except for G1(BKL3-RS1-1-253-18), while G7(BKL1-B3-261-3) surpassed Inpago 189 

12 check varieties. The number of filled grains per panicle and percentage of empty grains 190 
ranged from 112.99–151.57, and 14.65–25.75, respectively. The 1000-grain weight was quite 191 

low, relatively, at 26.45–28.52. In contrast, the weight of filled grains per hill ranged from 192 

22.46 g in G1(BKL3-RS1-1-253-18) to 42.82 g I G11(BKL3-B1-265-7), as shown in Table 193 
4. 194 

Tabel 4  195 

Agronomic performance of genotypes tested in different location yield trials. 196 

Genotype 
Panicle 

length 

Number 

of 

Productive 

Tiller per 

hill 

Filled 

grain 

per 

panicle 

Unfilled 

grain 

per 

panicle 

(%) 

1000-grain 

Weight 

(g) 

Grain 

weight 

per hill 

(g) 

Grain yield 

(tonnes/ha) 

G1 27.04
a
 9.68

gh
 120.22

efg
 25.75

bc
 27.01

defg
 22.46

i
 5.97

h
 

G2 25.51
cde

 10.17
g
 112.99

h
 23.46

cd
 27.22

cdef
 24.98

hi
 6.07

gh
 

G3  26.36
b
 10.09

g
 119.73

fg
 22.38

de
 27.86

b
 28.53

fg
 6.73

fg
 

G4  25.97
bc

 10.39
fg

 118.33
fgh

 19.11
fg

 26.91
defg

 31.30
ef
 7.28

ef
 

G5 24.85
f
 13.59

d
 129.27

bc
 15.65

hi
 27.35

bcde
 38.69

bc
 10.31

b
 

G6  25.01
ef
 13.53

d
 126.87

bcd
 14.94

i
 26.45

g
 37.25

cd
 9.06

c
 

G7 26.00
bc

 15.63
a
 129.49

bc
 17.47

gh
 26.52

g
 41.87

ab
 10.20

b
 

G8   25.62
cd

 13.74
cd

 121.42
defg

 22.45
de

 27.63
bc

 35.44
cd

 8.07
d
 

G9  26.04
bc

 15.43
ab

 123.72
cdef

 19.81
fg

 27.50
bcd

 42.37
a
 8.76

c
 

G10 25.23
def

 13.78
cd

 126.41
bcde

 14.65
i
 28.52

a
 41.50

ab
 10.47

ab
 

G11  25.90
bc

 15.22
ab

 115.09
gh

 18.30
fg

 27.18
cdef

 42.82
a
 8.02

d
 

G12  25.83
bc

 11.85
e
 131.48

b
 20.43

ef
 26.58

g
 34.50

de
 6.89

f
 

G13 25.93
bc

 13.07
d
 151.57

a
 18.63

fg
 26.69

fg
 42.27

a
 11.14

a
 

G14 25.87
bc

 11.14
ef
 130.34

b
 23.65

cd
 27.01

defg
 35.32

cd
 7.74

de
 

Inpago 12 22.71
g
 14.62

bc
 120.36

defg
 27.44

b
 23.29

h
 34.69

de
 7.87

de
 

Rindang 2 26.32
b
 9.07

h
 116.77

gh
 32.66

a
 26.87

efg
 26.25

gh
 5.13

i
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LSD 5% 0.55 0.93 6.52 2.48 0.59 3.48 0.67 

CV 2.43 8.34 5.87 13.24 2.46 11.16 9.29 

Numbers in one column followed by the same letter show no significant difference based  197 
on the LSD test at 5%; CV = coefficient of variance 198 

All genotypes tested in Aur Gading had a mean yield of 4.52 tons/ha, while 199 
G9(BKL2-B2-263-5) had the highest value of 6.41 tons/ha (Table 5). However, this was the 200 

lowest compared to other environments. The irrigation system relies only on rainfall, and 201 
farmers usually cultivate this grain once a year. This is encouraging because some of the 202 

genotypes tested in this environment were above the average yield of the Rindang 2, the 203 
check variety. Therefore, this line can be considered a potential line for cultivation as upland 204 
rice or under rainfed systems. It differs from the Sungai Serut and Talang Benih 205 

environments supported by a technical irrigation system, with a mean grain yield of 12.65 206 
tons/ha and 9.82 tons/ha. The highest yield grouping comprised G13(BKL4-B1-268-10), 207 
G10(BKL2-B3-264-6), G7(BKL1-B3-261-3), and G5(BKL1-B1-259-1), and was found in 208 

the Sungai Serut. 209 

Table 5  210 
Means of grain yield (tonnes/ha) in 5 environments of 14 genotypes 211 

Genotype 

Grain yield (tonnes/ha) 

Mean Aur Gading 

(AG) 

Desa 

Semarang 

(DS) 

Sawah 

Dendam 

(SD) 

Sungai 

Serut (SS) 

Talang 

Benih 

(TB) 

G1 3.18 4.76 4.58 5.57 11.52 5.92 

G10  4.97 9.55 11.82 14.85 11.18 10.47 

G11 3.85 5.50 6.60 17.37 6.79 8.02 

G12 4.15 4.48 4.48 15.96 5.40 6.89 

G13 4.57 11.38 12.22 15.24 12.29 11.14 

G14 3.85 6.34 6.25 15.73 6.56 7.74 

G2 3.28 4.34 4.69 8.84 9.14 6.06 

G3 5.21 4.14 4.36 9.01 10.93 6.73 

G4 4.39 4.32 5.09 7.51 15.10 7.28 

G5 5.19 8.14 10.16 13.11 14.96 10.31 

G6 4.93 5.93 7.18 13.52 13.76 9.06 

G7  4.37 7.47 10.33 16.31 12.52 10.20 

G8 4.55 5.93 7.26 15.21 7.39 8.07 

G9 6.41 5.84 7.43 16.84 7.26 8.76 

Inpago 12 5.07 7.36 7.82 12.07 7.05 7.87 

Rindang 2 4.37 4.30 6.40 5.29 5.29 5.13 

Mean 4.52 6.23 7.29 12.65 9.82 8.10 

LSD 0.05 1.12 0.80 0.56 0.56 2.49 0.57 

CV (%) 14.10 7.33 4.22 2.52 14.48 9.40 

 212 
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 234 
 235 

Fig 1. GxE Heat-map genotypes tested at five environments (AG = Aur Gading; DS = Desa Semarang;  236 
SD = Sawah Dendam; SS = Sungai Serut; TB = Talang Benih).  Data described according to the mean yield of 237 
the genotypes in five environments. High values are indicated in brown and low values in white.  238 

 239 

 240 
Some of the lines had a yield potential of over 5 tons/ha, and some genotypes even 241 

exceeded the check varieties, namely Inpago 12 and Rindang 2. Furthermore, G10(BKL2-242 

B3-264-6), G13(BKL4-B1-268-10), G5(BKL1-B1-259-1), and G7(BKL1-B3-261-3) had a 243 
potential yield of more than 10 tons/ha, thereby exceeding the check varieties of 7 tons/ha 244 
and 5 tons/ha, as shown in Table 5. These lines have agronomic characteristics of new 245 

varieties, namely the number of productive tillers > 13, the number of filled grains > 126 246 
grains / panicle, and the percentage of empty grains < 19% per panicle according to SES 247 

IRRI (2013) (Table 4). 248 
The GxE heat-map described according to the mean yield of the genotypes in five 249 

environments is shown high values in brown and low values in white (Fig 1). The highest-250 

yielding group was comprised of genotype G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), 251 
G7(BKL1-B3-261-3), and G5(BKL1-B1-259-1), with the highest yields being found in 252 
Sungai Serut. Furthermore, the moderate-yield group contained G8(BKL2-B1-262-4), 253 

G14(BKL4-B3-270-12), G11(BKL3-B1-265-7), G9(BKL2-B2-263-5), G12(BKL3-B3-267-254 
9), and Inpago 12 in Sungai Serut (SS). Meanwhile, the low-yield group comprised 255 
G3(BKL4-RS1-2-257-22), G2(BKL4-RS1-1-256-21), G1(BKL3-RS1-1-253-18), and 256 

G4(BKL4-RS1-3-258-23) in Talang Benih (TB). The highest grain yield of 12.65 tons/ha 257 
was discovered in Sungai Serut, followed by 9.82 tons/ha, 7.23 tons/ha, 6.23 tons/ha, and 258 
4.52 tons/ha in TB, Sawah Dendam, Desa Semarang, and Aur Gading, respectively, as shown 259 

in Table 5. 260 

3.2. Parametric Stability Analysis 261 
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The parametric stability analysis showed that G10(BKL2-B3-264-6), G13(BKL4-B1-262 

268-10), G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and Inpago 12 had variance coefficient 263 
(CVi) values of 34.61%, 35.49%, 37.68%, and 32.64% and environmental variance (Si

(2)
) 264 

values of 3.13, 5.48, 4.51, 1.74, respectively, as shown in Table 6. These genotypes are stable 265 

because the two values are relatively close to 0. Based on the variance coefficient and 266 
environmental variance values, they are classified as genotypes with static stability (Becker 267 
and Leon, 1988). Genotypes G10(BKL2-B3-264-6), G13(BKL4-B1-268-10), G5(BKL1-B1-268 

259-1), and G7(BKL1-B3-261-3) had bi values of 1.02, 1.05, 1.06, and 1.42, and grain 269 
productivity of 10.47, 11.14, 10.31, 10.2 tons/ha over the total mean, respectively, as shown 270 

in Table 4. According to Finlay and Wilkinson (1963), a genotype with a regression 271 
coefficient (bi) of 1 and a mean yield greater than the total mean is regarded as stable, with 272 
high adaptability to all environments. 273 

Table 6 274 

Parametric stability analysis: coefficient of variability, environmental variability, regression 275 

coefficient and regression deviation, and stability in 14 genotypes, and 2 checks in 5 276 
environments 277 

Genotype 
Yi 

(tonHa
-1

) 
CVi bi P_bi S

2
di P_s

2
di Wi

2
 Di 

StabVar 

(σ
2
) 

G1 5.97 53.89 0.51** 0.006 9.96*** 0.000 40.34 8.45 22.2 

G10 10.47 34.61 1.02 ns 0.899 3.11*** 0.000 10.19 7.12 4.97 

G11 8.02 66.73 1.51** 0.004 7.19*** 0.000 32.86 7.94 17.93 

G12 6.89 73.88 1.35* 0.044 9.50*** 0.000 34.41 8.36 18.81 

G13 11.14 35.49 1.06 ns 0.744 5.46*** 0.000 17.36 7.6 9.06 

G14 7.74 59.36 1.28 ns 0.106 5.65*** 0.000 21.04 7.64 11.17 

G2 6.07 44.88 0.79 ns 0.231 1.11*** 0.004 5.93 6.69 2.53 

G3 6.73 45.48 0.73 ns 0.125 4.94*** 0.000 18.57 7.5 9.76 

G4 7.28 62.65 0.79 ns 0.230 18.97*** 0.000 59.53 9.92 33.16 

G5 10.31 37.68 1.06 ns 0.707 4.50*** 0.000 14.53 7.41 7.45 

G6 9.06 46.92 1.24 ns 0.161 2.90*** 0.000 11.95 7.08 5.97 

G7  10.2 45 1.42* 0.017 0.48 ns 0.053 9.48 6.55 4.56 

G8 8.06 51.51 1.20 ns 0.258 3.37*** 0.000 12.52 7.18 6.3 

G9 8.76 52.13 1.21 ns 0.227 7.70*** 0.000 25.74 8.03 13.86 

Inpago 12 7.87 32.64 0.71 ns 0.094 1.74*** 0.000 9.56 6.83 4.61 

Rindang 2 5.13 16.7 0.11*** 0.000 0.54* 0.040 34.93 6.56 19.11 

Y: overall mean of yield. LSD 0.05: 0.17; CVi: coefficient of variability (Francis and Kannenberg); b: coefficient of 278 
regression to index the environment (Finlay and Wilkinson; Eberhart and Russel). Stable (a=0.05): 0.9 - 1.1 P_bi : P-value 279 
for b with null hypothesis b=1; s2d: deviation of regression (Eberhart and Russel); P_s2di: P-value for s2d with null 280 
hypothesis s=0; Wi

2 : Wricke ecovalence; Di: Hanson’s parameter stability; StabVar : Shukla stability variance (σ2)   281 
 282 

Wricke (1962) developed the ecovalence method (Wi
2
), which measures the 283 

contribution of each genotype to the total square of the genotype × environment interactions. 284 

A genotype is considered stable assuming it has a low ecovalence value. The analysis showed 285 
that the stable genotypes were G10(BKL2-B3-264-6), G2(BKL4-RS1-1-256-21), G7(BKL1-286 

B3-261-3), and Inpago 12, with low ecovalence values of 10.19, 5.93, 9.48, and 9.56, 287 
respectively (Table 6). 288 

The stability evaluation method applied by Hanson (1970) was used to investigate the 289 

total genotype in a few environments concerning Di parameters. Stable genotypes such as 290 
G2(BKL4-RS1-1-256-21), G7(BKL1-B3-261-3), Inpago 12, and Rindang 2 had low Di 291 
values of 6.69, 6.65, 6.83, and 6.56, respectively (Table 6). 292 



The stability parameter designed by Shukla (1972) is based on the concept that 293 

genotypes with the smallest StabVar (σ2) are the most stable. G10(BKL2-B3-264-6) (4.97), 294 
G2(BKL4-RS1-1-256-21) (2.53), G7(BKL1-B3-261-3) (4.56), and Inpago 12 (4.61) (Table 295 
4) were the most stable lines, while G4(BKL4-RS1-3-258-23) and G1(BKL3-RS1-1-253-18) 296 

were the most unstable. The results obtained using both methods (CVi and σ2) showed that 297 
G10(BKL2-B3-264-6) and G7(BKL1-B3-261-3) were the most stable lines. 298 

3.3. Nonparametric stability analysis 299 

The nonparametric stability method is based on the ratio of the genotype rank to each 300 
environment. A genotype is stable assuming it ranks the same in several environments (Kang, 301 

1988; Nassar and Huehn, 1987; Fox et al., 1990; Huehn, 1990). The Kang yield and stability 302 
index (YSi) combined the genotype yield and Shukla stability variance into one statistical 303 
test. Kang and Pham (1991) stated that rank-sum is another nonparametric stability statistic 304 

regarded as yield, and Shukla (1972) stability variance was used as the selection criteria. This 305 
analysis realized a score of 1 for yield and stability, thereby permitting the identification of 306 
stable genotypes. Furthermore, the genotypes with the maximum and minimum yields were 307 

both assigned to rank 1. Ranks based on yield and stability variance were attached to each 308 
genotype. The genotype with the minimum rank-sum was the most desirable one. Moreover, 309 

when a genotype has a YSi > mean, then YSinya is selected. The genotypes with (+), namely 310 
G10(BKL2-B3-264-6), G13(BKL4-B1-268-10), G5(BKL1-B1-259-1), G6(BKL1-B2-260-2), 311 
G7(BKL1-B3-261-3), G8(BKL2-B1-262-4), and G9(BKL2-B2-263-5), were selected based 312 

on YSi, as shown in Table 7. 313 
The two stability methods designed by Nassar and Huehn (1987) are S1 and S2. 314 

Moreover, both methods are based on the ranking of the genotypes in the number of 315 

environments. Genotypes with slight changes in rank are more stable (Becker and Leon, 316 
1988). The variance of S1 and S2 (Zi (1) as well as Zi (2)) is smaller than the value of Table 317 
Z (Tables Chi-sq Zi (1), Zi (2)), which implies that the genotype is stable. The sums of Zi (1) 318 

= 16.63 and Zi (2) = 8.73 are smaller than the Chi-sq Sum Zi (1) table. However, when Zi (2) 319 
= 26.29, it indicates that the stability ratings of the tested genotypes were insignificantly 320 
different. Fox et al. (1990) suggested a nonparametric superiority measure for general 321 

adaptability using graded ranks from cultivars. The ranking was carried out at each location. 322 

In addition, the number of sites where the genotypes occurred in the upper, middle, and lower 323 
third of the rankings is calculated. Those that occur mostly in the upper third are considered 324 

widely adapted cultivars. Based on Fox et al. (1990), those discovered in the top three ranked 325 
environments tested were identified as properly adapted genotypes. Following this method, 326 

G5(BKL1-B1-259-1), G10(BKL2-B3-264-6), G13(BKL4-B1-268-10), G7(BKL1-B3-261-3), 327 
and G9(BKL2-B2-263-5) were properly adapted to these environments, unlike the others, as 328 
shown in Table 7. Genotypes with small NPi (1), NPi (2), NPi (3), and NPi (4) values are 329 

considered to be more stable. Based on these values, G2(BKL4-RS1-1-256-21), G5(BKL1-330 
B1-259-1), G11(BKL3-B1-265-7), G8(BKL2-B1-262-4), and Inpago 12 were more stable 331 
than the others, as shown in Table 7. 332 

 333 



Table 7 334 

The result of the analysis non-parametric stability 335 
Genotype YSi Si(1) Zi(1) Si(2) Zi(2) Si(3) Si(6) TOP NPi(1) NPi(2) NPi(3) NPi(4) 

G1 -9 6.20 0.35 27.80 0.37 5.15 1.21 0 3.40 0.26 0.39 0.51 

G10  10 + 6.20 0.35 24.70 0.10 6.42 2.33 2 3.60 0.72 0.93 1.29 

G11  0 5.40 0.00 25.70 0.17 10.52 1.83 1 2.80 0.28 0.49 0.59 

G12 -6 7.90 2.95 41.25 3.43 7.00 1.31 0 5.10 0.43 0.50 0.68 

G13 11 + 7.40 1.92 35.30 1.69 8.00 3.00 2 4.40 0.88 1.33 1.85 

G14 -2 4.80 0.12 15.00 0.34 7.40 1.80 0 3.00 0.27 0.35 0.48 

G2 -8 3.60 1.29 8.50 1.39 1.63 0.59 0 2.20 0.17 0.20 0.28 

G3 -7 6.80 0.97 31.30 0.87 13.04 2.15 1 4.20 0.35 0.46 0.63 

G4 -4 6.80 0.97 35.30 1.69 11.80 2.00 1 4.00 0.33 0.53 0.68 

G5 9 + 4.60 0.22 13.30 0.54 9.36 2.55 3 2.80 0.93 0.74 1.05 

G6 6 + 6.40 0.52 26.00 0.19 3.21 1.27 1 3.80 0.54 0.69 0.97 

G7  8 + 5.80 0.10 22.50 0.01 8.20 2.29 2 3.60 0.90 0.87 1.18 

G8  1 + 2.80 2.78 5.00 2.27 0.75 0.50 0 1.60 0.20 0.25 0.35 

G9  5 + 7.20 1.57 34.80 1.58 12.90 2.97 2 4.70 0.78 0.91 1.24 

Inpago 12 -1 4.80 0.12 14.50 0.39 7.73 2.22 0 2.80 0.56 0.46 0.65 

Rindang 2 -10 7.20 1.57 36.70 2.05 2.67 0.96 0 4.40 0.29 0.40 0.53 

YS: Kang's yield and stability index; '+': selected genotypes having YSi> mean of 8.10; Si(1), Si(2), Si(3), Si(6): Nassar and Huehn's nonparametric stability parameters; 336 
SumZi(1)  : 16.63; SumZi(2)  : 17.61; Chi-sqtabelZi(1), Zi(2): 8.73; Chi-sqtabelSumZi(1), SumZi(2): 26.29; TOP: Fox's TOP - Number of sites at which the genotype 337 
occurred in the top third of the ranks; NPi(1), NPi(2), NPi(3), NPi(4): Thennarasu's nonparametric stability parameters 338 
 339 
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Table 8  348 

Spearman correlation between stability parameters 349 

 

Yi CVi bi s2di Wi2 Di StabVar YSi Si(1) Si(2) Si(3) Si(6) TOP NPi(1) NPi(2) NPi(3) 

Yi 

                
CVi  0.25   

               
bi  0.59*   0.24   

              
s2di  0.14    0.76**  0.01   

             
Wi2  0.46    0.54*   0.40    0.76** 

            
Di  0.14    0.76**  0.01    1.00**  0.76** 

           
StabVar  0.46    0.54*   0.40    0.76**  1.00**  0.76** 

          
YSi  1.00**  0.25    0.59*   0.14    0.46    0.14    0.46   

         
Si(1)  0.10    0.11    0.19    0.38    0.57*   0.38    0.57*   0.10   

        
Si(2)  0.24    0.20    0.30    0.44    0.70**  0.44    0.70**  0.24    0.97** 

       
Si(3) -0.22    0.20    0.01    0.42    0.25    0.42    0.25   -0.22    0.29    0.28   

      
Si(6) -0.68** -0.27   -0.36    0.12   -0.13    0.12   -0.13   -0.68**  0.27    0.15    0.73** 

     
TOP  0.78**  0.22    0.46    0.00    0.19    0.00    0.19    0.78** -0.15   -0.06   -0.59*  -0.82** 

    
NPi(1)  0.08    0.09    0.15    0.33    0.51*   0.33    0.51*   0.08    0.98**  0.93**  0.32    0.30   -0.20   

   
NPi(2) -0.72** -0.40   -0.27   -0.15   -0.25   -0.15   -0.25   -0.72**  0.30    0.16    0.50*   0.86** -0.81**  0.36   

  
NPi(3) -0.76** -0.19   -0.36    0.09   -0.06    0.09   -0.06   -0.76**  0.48    0.36    0.50*   0.84** -0.88**  0.50    0.88** 

 
NPi(4) -0.75** -0.26   -0.36    0.03   -0.13    0.03   -0.13   -0.75**  0.48    0.35    0.46    0.84** -0.83**  0.51*   0.92**  0.99** 

*, **:significant at 0.05 and 0.01350 Comment [R15]: Revised number 10 

(suggested by reviewer 2) : define the 

meaning of asterisks as a footnote 



Parametric and nonparametric methods have their advantages and disadvantages; each 351 

method describes a particular way of looking at the GE interaction phenomenon. Each of 352 

these approaches complements the other for interpreting GE interactions, so it was finally 353 
determined that a clear picture of the interaction as a genotype was differentially sensitive to 354 
the environment (Dehghani et al., 2016). Correlation analysis is beneficial for breeders in 355 

interpreting the results of both methods. 356 

3.4. Correlation of the relationship between stability parameters 357 

The regression coefficient bi was correlated with Yi (0.59), and all stability parameters 358 
were tested. YSi was negatively correlated with Si (6) (−0.68), NPi (2) (−0.72), NPi (3) 359 
(−0.76), and NPi (4) (−0.75). There was a strong and positive correlation (r = 1.00) between 360 

the mean yield (Yi) and YSi, S
2
di, and Di, as well as W21 and Stabvar, while TOP had a 361 

positive correlation of 0.78 (Table 8). 362 
The Spearman correlation analysis of the stability parameters indicated that Yi, YSi, 363 

TOP, and bi had a positive correlation, as shown in Table 8. This is consistent with studies 364 
carried out by Becker and Leon (1988) and Mut et al. (2010), which found a correlation 365 
between Yi and the TOP stability parameter. Selection to improve yield is expected to change 366 

grain yield stability by increasing the TOP parameter (Abdipour et al., 2017; Goksoy et al., 367 
2019). It was directed toward the development of site-specific genotypes by optimizing 368 

environmental conditions. Genotypes tend to produce poor yields when planted in a less 369 
optimal environment and will produce high yields when planted in an optimal environment. 370 
The regression coefficient bi was correlated with Yi and all the tested stability parameters. 371 

YSi was negatively correlated with Si
(6)

, NPi (2), NPi (3), and NPi (4). Similarly, there was a 372 
strong and positive correlation (r = 1.00) between the mean results and YSi, S

2
di, and Di, as 373 

well as W21 and Stabvar. Furthermore, TOP had a positive correlation of 0.78, indicating a 374 

stability parameter suitable for identifying high-yield genotypes (Mut et al., 2010; Abdipour 375 

et al., 2017). 376 
The principal component analysis correlating the genotype with the yield and stability 377 

parameters is shown in Fig 2. Genotypes that are close to the stability parameter are 378 
considered “stable” or “good.” The results of the biplot analysis showed that G13(BKL4-B1-379 

268-10), G10(BKL2-B3-264-6), G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and G9(BKL2-380 

B2-263-5) had the highest stable yields based on the TOP stability parameters and were 381 
strongly correlated with YSi and bi (Fig 2, Table 8). This makes sense because TOP is 382 
calculated based on the number of locations where the genotypes had the highest yield rank. 383 
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 409 

 410 

Fig 2. Mapping of stability parameters of  14 genotype base on PCA biplot 411 

3.5. GGE biplot analysis 412 

Biplot analysis was used to interpret the AMMI model, as indicated by AMMI1 and 413 

AMMI2. The AMMI1 biplot is a plot of the main effect (yield) and the score for the first 414 
principal component (PC1). In contrast, the AMMI2 biplot is a plot of the first (PC1) and the 415 
second (PC2) principal component scores. The results of the AMMI variance analysis 416 
showed that the interaction with the main component 1 (PC1) was significant at a probability 417 

level of less than 1% (Table 9). The effective breakdown of the genotype × environment 418 
interaction into four main components showed three essential components. The contribution 419 
of diversity explaining the indicators used  to observe the relationship between genotypes and 420 

environment trials was 100%. However, by conducting biplot analysis, which reduced all the 421 
indicators into two-side dimensions, the information that could be explained was about 88%. 422 

Two principal components (PC1 and PC2) were used to construct the GGE-biplot graph, 423 
explaining 53% and 35.1% (Fig 3, 4, and 5), It meant that biplot analysis has already 424 
represented enough information on the relationship among those two indicators. 425 

 426 
Table 9 427 
Analysis of variance of AMMI model 428 

Source of variance Df Sum Sq Mean Sq F value Pr(>F) 

Environment (E) 4 1296.28 324.07 158.27 0.00 

Replication/E 5 10.24 2.05 3.53 0.01 

Genotype (G) 15 454.38 30.29 2.53** 0.01 

Comment [R16]: Revised number 11 

(suggested by reviewer 2) 



GxE 60 717.73 11.96 20.61** 0.00 

 PC1 18 497.07 27.62 47.58** 0.00 

 PC2 16 117.91 7.37 12.70** 0.00 

 PC3 14 93.29 6.66 11.48** 0.00 

 PC4 12 10.17 0.85 1.46* 0.16 

Residuals 73 42.37 0.58 

     *, ** Significant at the 0.05  and 0.01 probability levels, respectively 429 
 430 

GGE biplot graphs are better than the AMMI in the mega-environmental analysis for 431 

evaluating genotypes. The GGE biplot is more descriptive on G + GE and comprises the 432 
productive part of the biplot properties. GGE biplots have been used to analyze mega-433 

environments (Kebede and Getahun, 2017; Zulqarnain et al., 2017), for genotype evaluation 434 
(Islam et al.) and evaluation of environmental trials (Tekdal and Kendal) and to analyze 435 
heterotic patterns (Kannababu et al., 2017), and their applications are becoming popular in 436 

quantitative analysis and plant breeding. The polygon visualization in the GGE biplot is 437 
practical and elegant. This method divides the environment into several groups and predicts 438 
the ideal genotype (Yan and Kang, 2003). 439 

The analysis of discriminativeness and the representativeness of the environments 440 
produced genotype rankings relatively close to the mean. In Desa Semarang and Sawah 441 

Dendam, G13(BKL4-B1-268-10) had the highest yield, followed by G10(BKL2-B3-264-6), 442 

G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and G6(BKL1-B2-260-2), as shown in Fig 3. 443 

 444 
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 450 

 451 

 452 

 453 

Fig 3. Biplot showing the discriminating ability and the representativeness of environments 454 
from 14 genotypes and five environment trials 455 

 456 
These results were consistent when analyzed based on the highest mean grain yield 457 

ratings tested in the five environments (Fig 4). The genotype determined using the biplot in 458 

respect to the most extended vector was combined with G × E = 0 and represented by dots 459 
and arrows. It was a stable and high-yield genotype. Fortunately, G13(BKL4-B1-268-10), 460 

G10(BKL2-B3-264-6), and G7(BKL1-B3-261-3) were ideally stable because their 461 



projections in AEA were close to zero. However, those close to the ideal genotype were 462 

G5(BKL1-B1-259-1) and G6(BKL1-B2-260-2). The deficient yield genotypes were Rindang 463 
2, G1(BKL3-RS1-1-253-18), G2(BKL4-RS1-1-256-21), G3(BKL4-RS1-2-257-22), and 464 
G12(BKL3-B3-267-9), because it was located far from the ideal ones. 465 

 466 
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 475 

Fig 4. Mean versus stability biplot for grain yield showing the stability and performance of 476 
each genotype 477 

 478 
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 487 

Fig 5.  GGE biplot with mega-environment sectors: which won where biplot for grain yield 488 

showing identification of winning genotypes and their related mega-environments  489 



 490 

The polygon is drawn from the position of the point farthest to the axis (0, 0), which 491 
then forms an angle. Therefore, all genotypes are present in the polygon. Subsequently, a 492 
perpendicular line is drawn from the axis (0, 0) to each side of the polygon, dividing the 493 

location into sectors, with each having a different genotype angle. Apparently, in each sector, 494 
the genotype suited at the top of the polygon was identified as the best in all the locations 495 
(Yan and Kang, 2003). Seven genotypes were located at the top of the polygon: G5(BKL1-496 

B1-259-1), G13(BKL4-B1-268-10), G11(BKL3-B1-265-7), G12(BKL3-B3-267-9), Rindang 497 
2, G1(BKL3-RS1-1-253-18), and G4(BKL4-RS1-3-258-23) (Fig 5). The genotypes were 498 

spread across seven sectors, but only two provided a suitable environment for the genotypes 499 
to be tested. The first sector, which comprises G7(BKL1-B3-261-3), G10(BKL2-B3-264-6), 500 
and G13(BKL4-B1-268-10), is appropriately adapted to the Sungai Serut, Aur Gading, 501 

Semarang Village, and Sawah Dendam environments. The second sector included G6(BKL1-502 
B2-260-2) and G5(BKL1-B1-259-1), which were precisely adapted to the environment in 503 
TB. 504 

Stability analysis using several methods can help breeders make decisions quickly and 505 
comprehensively to obtain stable superior genotypes. It can be done by comparing the results 506 
of the statistical relationship between them (Shukla et al., 2015; Goksoy et al., 2019). We 507 

compared the results of several methods to determine the yield stability of the lines (Table 508 
10). 509 

Table 10  510 

A summary of the stability analysis using a parametric, nonparametric, and GGE biplot to 511 

determine the yield stability of the inbred lines 512 

Methods Parameters Stability  Stability Lines 

Parametric stability 

Regression bi b=1 G10, G13, G5, G7 

  bi and S2di  b=1; S2di=0 G10, G5, G6, G7, G8 

Variace Wi2 Low G10, G2, G7, Inpago 12 

  σ2 Low G10, G2, G7, Inpago 12 

  Di Low G2, G7, Inpago 12, Rindang 2 

  CVi Low G10, G13, G5, G7, Inpago 12 

Nonparametric stability 

  Ysi YSi> mean 
G10, G13, G5, G6, G7, G8, 

G9 

  Si(3), Si(6) Zi< Chi-sq-table all genotipe 

  Si(1), Si(2) Zi< Chi-sq-table all genotipe 

  NPi(1), NPi(2), NPi(3), NPi(4) Low G2, G5, G8, G11, Inpago 12 

  TOP 
The top third of the 

ranks 
G13, G10, G5, G7, G9 

GGE biplot  

  discrimitiveness vs. representativeness G13, G10, G5, G7, G6 

  mean vs. stability G13, G10, G5, G7, G6 

  which−won−where G13, G10, G5, G7, G6 

Bold letters indicated the stable genotype frequency of each parameter 513 

Based on parametric stability analysis as well as the results of nonparametric analysis, 514 
the genotypes that had high frequency were G10 (BKL2-B3-264-6), G7 (BKL1-B3-261-3), 515 



G13 (BKL4-B1-268-10), and G5 (BKL1-B1-259-1); meanwhile, the biplot GGE analysis 516 

showed that there was an additional stable genotype, G6(BKL1-B2-260-2) (Table 10). 517 
Overall, the results of this study indicated that there were four consistently stable lines based 518 
on parametric and nonparametric stability analyses: G10(BKL2-B3-264-6), G7(BKL1-B3-519 

261-3), G13(BKL4-B1-268-10), and G5(BKL1-B1-259-1). The GGE approach methods 520 
showed consistent stability, with lines G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), 521 
G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and G6(BKL1-B2-260-2) showing high-yield 522 

potential, wide adaptation, and stability, and these should be tested more widely as candidates 523 
for new varieties. 524 

4. Conclusion 525 
 526 
Landrace varieties are a source of germplasm that can be developed into new superior 527 
varieties that are resistant to biotic or abiotic stress through plant breeding programs. 528 

Multilocation trials are essential in plant breeding as well as in other studies carried out in the 529 

field of agronomy. A combination of agronomy and plant breeding is needed to improve 530 
plant characteristics and stability tests before releasing new varieties. A single stability 531 

analysis method may not be sufficiently representative to determine the stability performance 532 
of genotypes across environments. In this study, we evaluated 14 inbred lines in five 533 
environmental trials. Stability analysis uses a parametric approach, nonparametric approach, 534 

and GGE biplot. This study indicated that there were four consistently stable lines based on 535 
parametric and nonparametric stability analyses: G10(BKL2-B3-264-6), G7(BKL1-B3-261-536 

3), G13(BKL4-B1-268-10), and G5(BKL1-B1-259-1). The GGE approach methods showed 537 

consistent stability, and lines G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), G5(BKL1-B1-538 
259-1), G7(BKL1-B3-261-3), and G6(BKL1-B2-260-2) showed high-yield potential, wide 539 
adaptation, and stability, and are recommended to be tested more widely as candidates for 540 

new varieties. Genotypes G7(BKL1-B3-261-3), G10(BKL2-B3-264-6), and G13(BKL4-B1-541 
268-10) were more adapted to the Sungai Serut, Aur Gading, Semarang Village, and Sawah 542 
Dendam environments, while G6(BKL1-B2-260-2), and G5(BKL1-B1-259-1) were properly 543 

adapted to the environment in Talang Benih.  Furthermore, this study is expected to be able 544 
to solve the problem of providing superior varieties originating from breeding programs 545 
through the developing of landraces varieties for high yield, wide adaptation, stability, and 546 

resistance to biotic and abiotic stress. 547 
 548 

Declaration of Competing Interest 549 

All authors declare that they have no conflict of interest  550 

Acknowledgments 551 

The authors would like to thank the Directorate of Research and Community Service, 552 
Ministry of Education and Culture Republic of Indonesia, which supported this research 553 

through multi-year nationally competitive research (2018-2020) (Project 554 
no.052/SP2H/LT/DRPM/2018). Special thanks to Rosi Anandya, Aji Satrio, and Ahmad 555 

Zubaedi for their assistance in field experiments. We are grateful to the Head of Research and 556 

Community Board, Dean of the Agricultural Faculty, and Head of the Department of Crop 557 
Production at the University of  Bengkulu to facilitate this research.  558 

CRediT authorship contribution statement 559 

Comment [R17]: Revised number 12 

(suggested by reviewer 2) 

 



 560 
Reny Herawati: Suggested the main  idea of research, experimental design, data analysis, 561 

writing the original draf  and editing paper. Angelita Puji Lestari, Nurmegawati:  562 

investigation and supervising the research work in the the field, reviewing and editing of the 563 

paper. Dwi Wahyuni Ganefianti: data interpretation, reviewing, and editing of  draft paper. 564 

Atra Romeida: project administration, reviewing and editing of the paper. 565 

References 566 
 567 
 Abdipour, M., Vaezi, B., Younessi-Hamzekhanlu, M., and Ramazani, S.H.R., 2017. 568 

Nonparametric phenotypic stability analysis in advanced barley (Hordeum vulgare l.) 569 
genotypes. J. Crop Sci. Biotech. 20, 305 – 314. https://doi.org/10.1007/s12892-017-570 
0050-0. 571 

 572 
Akter, A., Hasan, M.J., Kulsum, M.U., Rahman, M.H., Paul, A.K., Lipi, L.F., and Akter, S., 573 

2015.  Genotype × Environment interaction and yield stability analysis in hybrid rice 574 

(Oryza Sativa L.) by AMMI biplot. Bangladesh  Rice J. 19, 83–90. 575 
https://doi.org/10.3329/brj.v19i2.28168. 576 

 577 

Alam, M.A., Sarker, Z.I., Farhad, M., Hakim, M.A., Barma, N.C.D., Hossain, M.I., Rahman, 578 
M.M., and Islam, R., 2015. Yield stability of newly released wheat varieties in multi- 579 
environments of Bangladesh. Intern. J. of Plant and Soil Sci. 6, 150-161. 580 

https://doi.org/10.9734/IJPSS/2015/14824. 581 
 582 

Balakrishnan D., Subrahmanyam, D.,  Badri, J.,  Raju, A.K.,  Rao, Y.V.,  Beerelli, K.,  583 
Mesapogu, S., Surapaneni, M., Ponnuswamy, R., Padmavathi, G.,  Babu, V.R., and 584 

Neelamraju, S., 2016. Genotype × Environment interactions of yield traits in backcross 585 

introgression lines derived from Oryza sativa cv. Swarna/Oryza nivara. Frontier Plant 586 
Sci. 7, Article 1530.  https://doi.org/10.3389/fpls.2016.01530. 587 

 588 

Becker, H.C. and Leon,  J.,  1988.  Stability analysis in plant breeding. Plant Breeding. 101,  589 
1-23. https://doi.org/10.1111/j.1439-0523.1988.tb00261.x 590 

 591 

Dehghani, M.R., Majidi, M.M., Mirlohi, A., and Saeidi, G.,  2016. Integrating parametric and 592 
nonparametric measures to investigate genotype × environment interactions in tall 593 

fescue. Euphytica. 208, 583–596.  https://doi.org/10.1007/s10681-015-1611-0 594 

 595 

Eberhart, S.A. and Russell, W.A.,  1966. Stability parameters for comparing varieties. Crop 596 

Sci. 36-40.  https://doi.org/10.2135/cropsci1966.0011183X000600010011x 597 
 598 
Fasahat, P., Muhammad, K., Abdullah, A., Bhuiyan, M.A.R., Ngu, M.S., Gauch, H.G., and 599 

Wickneswari, R.,  2014. Genotype × Environment assessment for grain quality traits in 600 
rice. Commun. Biometry Crop. Sci. 9, 71–82. 601 
http://agrobiol.sggw.pl/~cbcs/articles/CBCS_9_2_3.pdf 602 

 603 
Finlay, K.W. and Wilkinson, G.N., 1963. The analysis of adaptation in a plant breeding 604 

program. Aust. J. of Agr. Res. 4, 742-754.  https://doi.org/10.1071/AR9630742 605 

 606 

Fox, F.N., Skovmand, B., Thompson, B.K.,  Braun, H.J., and Cormier, R., 1990. Yield and 607 
adaptation of hexaploid spring triticale. Euphytica 47, 57-64. 608 

https://doi.org/10.1007/s12892-017-0050-0
https://doi.org/10.1007/s12892-017-0050-0
https://doi.org/10.3329/brj.v19i2.28168
https://doi.org/10.9734/IJPSS/2015/14824
https://doi.org/10.3389/fpls.2016.01530
https://doi.org/10.1111/j.1439-0523.1988.tb00261.x
https://doi.org/10.1007/s10681-015-1611-0
https://doi.org/10.2135/cropsci1966.0011183X000600010011x
http://agrobiol.sggw.pl/~cbcs/articles/CBCS_9_2_3.pdf
https://doi.org/10.1071/AR9630742


https://doi.org/10.1007/BF00040364 609 

 610 
Francis, T.R. and Kannenberg, L.W., 1978. Yield stability studies in short-season maize. I. A 611 

descriptive method for grouping genotypes. Can. J. Plant Sci. 58, 1029-1034.  612 

https://doi.org/10.4141/cjps78-157 613 
 614 
Gauch, H.G., 2006. Statistical analysis of yield trials by AMMI and GGE. Crop Sci. 46, 615 

1488–1500. https://doi.org/10.2135/cropsci2005.07-0193 616 
 617 

Goksoy, A.T., Sincik, M., Erdogmus, M., Ergin, M., Aytac, S.,  Gumuscu, G., Gunduz, O., 618 
Keles, R., Bayram, G., and Senyigit, E., 2019. The parametric and nonparametric 619 
stability analyses for interpreting genotype by environment interaction of some soybean 620 

genotypes. Turkish Journal of Field Crops 24, 28-38.  621 
https://doi.org/10.17557/tjfc.562637 622 

 623 

Hanson, W.D., 1970. Genotypic stability. Theor. Appl. Genet. 40, 226–231.  624 
https://doi.org/10.1007/BF00285245. 625 

 626 

Huehn, M., 1990. Nonparametric measures of phenotypic stability. Part 1: Theory. Euphytica 627 
47, 180-194. https://doi.org/10.1007/BF00024241 628 

 629 

Herawati, R., Inoriah, E., Rustikawati, and Mukhtasar, 2017. Genetics Diversity and 630 
Characters Agronomic of F3 Lines Selected by Recurrent Selection for Drought 631 

Tolerance and Blast Resistance of Bengkulu Local Rice Varieties.  Int. J. Adv. Sci. Eng. 632 
Inf. Technol. 7(3), 922-927.  http://dx.doi.org/10.18517/ijaseit.7.3.1641. 633 

 634 

Herawati, R., Alnopri, Masdar, Simarmata, M., Sipriyadi, and Sutrawati, M., 2021.  635 
Identification of drought tolerant markers, DREB2A and BADH2 genes, and yield 636 
potential from single-crossing varieties of rice in Bengkulu,  Indonesia.  Biodiversitas 637 

22(2), 785-793. http://dx.doi.org/10.13057/biodiv/d220232. 638 
 639 
Ikmal, A.M., Noraziyah, A.A.S., Ellina, Z.P.D., Riana, T.A.T.N.A.,  Amira, I., Wickneswari, 640 

R., and Aisyah, Z.S., 2020.  Genotype-by-Environment Interaction and Stability 641 
Analysis of qDTYs Pyramided Rice (Oryza sativa) Lines under Water-Limited 642 

Environments.  Int. J. Agric. Biol. 24, 1835-1844. 643 

http://dx.doi.org/10.17957/IJAB/15.1628. 644 
 645 
International Rice Research Institute, 2013. Standard Evaluation System for Rice. 646 

International Rice Testing Program. The International Rice Testing Program (IRTP) 647 
IRRI Los Banos, Philippines. http://www.clrri.org/ver2/uploads/SES_5th_edition.pdf. 648 

 649 

Islam, S.S., Anothai, J., Nualsri, C., and Soonsuwon, W., 2020. Analysis of genotype-650 
environment interaction and yield stability of Thai upland rice (Oryza sativa L.) 651 

genotypes using AMMI model.  Aust. J. Crop Sci. 14, 362-370. 652 
http://dx.doi.org/10.21475/ajcs.20.14.02.p1847. 653 

 654 

Kang, M.S. and Pham, H.N., 1991. Simultaneous selection for yielding and stable crop 655 

genotype. J. Agron. 83, 161-165.  656 

https://doi.org/10.2134/agronj1991.00021962008300010037x 657 

https://doi.org/10.1007/BF00040364
https://doi.org/10.4141/cjps78-157
https://doi.org/10.2135/cropsci2005.07-0193
https://doi.org/10.17557/tjfc.562637
https://doi.org/10.1007/BF00285245
https://doi.org/10.1007/BF00024241
http://dx.doi.org/10.18517/ijaseit.7.3.1641
http://dx.doi.org/10.13057/biodiv/d220232
http://dx.doi.org/10.17957/IJAB/15.1628
http://www.clrri.org/ver2/uploads/SES_5th_edition.pdf
http://dx.doi.org/10.21475/ajcs.20.14.02.p1847
https://doi.org/10.2134/agronj1991.00021962008300010037x


Kang, M.S., 1988. A rank sum method for selecting high yielding stable corn genotypes. 658 

Cereal Res. Commun. 16, 113-115. https://www.jstor.org/stable/23782771 659 
 660 
Kannababu, N., Rakshit, S.,  Madhusudhana, Tonapi, V.A., Das, I.K., and Raghunath, K., 661 

2017. Identification of superior parental lines for seed quality and storability through 662 
GGE biplot analysis of line × tester data in grain sorghum. Indian J. Genet. 77, 278-286.  663 
http://dx.doi.org/10.5958/0975-6906.2017.00037.2 664 

 665 
Kebede, B.A., and Getahun, A., 2017. Adaptability and Stability Analysis of Groundnut 666 

Genotypes Using AMMI Model and GGE-biplot. J Crop Sci Biotechnol. 20, 343-349. 667 
http://dx.doi.org/10.1007/s12892-017-0061-0 668 

 669 

Khairullah, I., Saleh, M., Mawardi., 2020. The Characteristics of Local Rice Varieties of 670 
Tidal Swampland in South Kalimantan. IOP Conference Series: Earth and 671 
Environmental Science, 762(1), 2-15. doi:10.1088/1755-1315/762/1/012009. 672 

 673 
Mortazavian, S.M.M., and Azizi-Nia, S., 2014. Nonparametric Stability Analysis in Multi-674 

Environment Trial of Canola. Turkish Journal of Field Crops. 19(1), 108–17, 675 

doi:10.17557/tjfc.41390. 676 
 677 
Mut, Z., Gulumser, A., and Sirat, A., 2010. Comparison of stability statistic for yield in 678 

barley (Hordeumvulgare L.). African J. Biotechnol. 9, 1610-1618. 679 
https://doi.org/10.5897/AJB10.1404 680 

 681 
Nassar, R. and Huehn, 1987. Studies on estimation of phenotypic stability: tests of 682 

significance for parametric  measure of phenotypic stability. Biometrics 43, 45-53.  683 

https://doi.org/10.2307/2531947 684 
 685 
Ponnuswamy, R., Rathore, A., Vemula, A., Das, R.R.,  Singh, A.K., Balakrishnanm D., 686 

Arremsetty, H.S.,  Vemuri, R.B., and Ram, T., 2018. Analysis of multilocation data of 687 
hybrid rice trials reveals complex genotype by environment interaction. Cereal Res. 688 
Commun. 46, 146–157. https://doi.org/10.1556/0806.45.2017.065 689 

 690 
Shahriari, Z., Heidari, B., and Dadkhodaie, A., 2018. Dissection of genotype × environment 691 

interactions for mucilage and seed yield in Plantago species: Application of AMMI and 692 

GGE biplot analyses. PLoS One 13 Article e0196095.  693 
https://doi.org/10.1371/journal.pone.0196095 694 

 695 

Shukla, S., Mishram B.K., Mishran R., Siddiqui, A., Pandey, R., Rastogi, A., 2015. 696 
Comparative study for stability and adaptability through different models in developed 697 

high thebaine lines of opium poppy (Papaver somniferum L.). Ind. Crops Prod. 74, 875–698 

886. http://dx.doi.org/10.1016/j.indcrop.2015.05.076 699 
 700 

Shukla, G.K., 1972. Some statisticalaspects of partitioning genotypeenvironmental 701 

component ofvariability. Heredity 29, 237-245. http://dx.doi.org/10.1038/hdy.1972.87 702 

Subasi, İ. and Basalma, D., 2021. Assessment of Genotype × Environment Interaction of 703 
Safflower (Carthamus Tinctorius L.) Genotypes by Parametric and Non-Parametric 704 

Methods. European Journal of Agriculture and Food Sciences. 3(1), 112–18, 705 

doi:10.24018/ejfood.2021.3.1.233. 706 

https://www.jstor.org/stable/23782771
http://dx.doi.org/10.5958/0975-6906.2017.00037.2
http://dx.doi.org/10.1007/s12892-017-0061-0
https://doi.org/10.5897/AJB10.1404
https://doi.org/10.2307/2531947
https://doi.org/10.1556/0806.45.2017.065
https://doi.org/10.1371/journal.pone.0196095
http://dx.doi.org/10.1016/j.indcrop.2015.05.076
http://dx.doi.org/10.1038/hdy.1972.87


 707 

Tekdal, S.  and Kendal, E., 2018. AMMI model to assess durum wheat genotypes in multi- 708 
environment trials. J. Agric. Sci. Technol. 20, 153-166. 709 
http://hdl.handle.net/123456789/3639 710 

 711 
Thennarasu, K., 1995. On certain non-parametric procedures for studying genotype-712 

environment interactions and yield stability. [thesis]. New Delhi: University of New 713 

Delhi. 714 
 715 

Wricke, G., 1962. On a method of understanding the biological diversity in filed research. Z. 716 
Planzenzuchtg 47, 92-146. 717 

 718 

Yan, W. and Kang, M.S., 2003. GGE biplot analysis: a graphical tool for breeders, 719 
geneticists, and agronomists. CRC Press, Boca Raton, FL. pp. 271. 720 
https://www.routledge.com/GGE-Biplot-Analysis-A-Graphical-Tool-for-Breeders 721 

Geneticists-and-Agronomists/Yan-Kang/p/book/9780367454791 722 
 723 
Yue, G.L., Roozeboom, K.L., Schapaugh, W.T., and Liang, G.H., 1997. Evaluation of 724 

soybean cultivars using parametric and nonparametric stability estimates. Plant Breeding 725 
116, 271-275. https://doi.org/10.1111/j.1439-0523.1997.tb00995.x 726 

 727 

Zulqarnain, Akhter, M., Mahmood, A., and Khan, R., 2017. Comparison of GGE biplot and 728 
AMMI analysis of multi-environment trial (MET) data to assess adaptability and 729 

stability of rice genotypes. African J.  Agric. Res. 12, 3542-3548. 730 
http://dx.doi.org/10.5897/AJAR2017.12528. 731 

   732 
 733 

http://hdl.handle.net/123456789/3639
https://www.routledge.com/GGE-Biplot-Analysis-A-Graphical-Tool-for-Breeders%20Geneticists-and-Agronomists/Yan-Kang/p/book/9780367454791
https://www.routledge.com/GGE-Biplot-Analysis-A-Graphical-Tool-for-Breeders%20Geneticists-and-Agronomists/Yan-Kang/p/book/9780367454791
https://doi.org/10.1111/j.1439-0523.1997.tb00995.x
http://dx.doi.org/10.5897/AJAR2017.12528


12/30/21, 11:20 PM Email Universitas Bengkulu - Your Submission

https://mail.google.com/mail/u/0/?ik=63de116a2a&view=pt&search=all&permthid=thread-f%3A1717627557749966851&simpl=msg-f%3A1717627557… 1/2

Reny Herawati <reny.herawati@unib.ac.id>

Your Submission 
2 pesan

Annals of Agricultural Science <em@editorialmanager.com> 28 November 2021 06.54
Balas Ke: Annals of Agricultural Science <support@elsevier.com>
Kepada: Reny Herawati <reny.herawati@unib.ac.id>

Ms. Ref. No.:  AOAS-D-21-00348R1 
Title: Comparative Study on the Stability and Adaptability of Different Models to Develop a High-Yield Inbred Line from
Landrace Rice Varieties 
Annals of Agricultural Sciences 

Dear Reny, 

The reviewers have commented on your above paper. They indicated that it is not acceptable for publication in its present
form. 

However, if you feel that you can suitably address the reviewers' comments (included below), I invite you to revise and
resubmit your manuscript. 

Please carefully address the issues raised in the comments. 

If you are submitting a revised manuscript, please also:  

a) outline each change made (point by point) as raised in the reviewer comments 

  AND/OR 

b) provide a suitable rebuttal to each reviewer comment not addressed 

To submit your revision, please do the following: 

1. Go to: https://www.editorialmanager.com/aoas/ 

2. Enter your login details  

3. Click [Author Login] 
This takes you to the Author Main Menu. 

4. Click [Submissions Needing Revision] 

I look forward to receiving your revised manuscript. 

Yours sincerely, 

Ali Ali, Ph.D. 
Editor in Chief 
Annals of Agricultural Sciences 

Reviewers' comments: 

Reviewer #2: The authors have addressed most of the comments. However, minor points must be addressed before
publication.  

1.      The authors should carefully check the journal publication records and listen to the reviewer's comments. A

https://www.editorialmanager.com/aoas/


12/30/21, 11:20 PM Email Universitas Bengkulu - Your Submission

https://mail.google.com/mail/u/0/?ik=63de116a2a&view=pt&search=all&permthid=thread-f%3A1717627557749966851&simpl=msg-f%3A1717627557… 2/2

background and problem statements should be added at the start of the abstract. This is the standard style for any
publication, and one cannot directly start it from objectives. Before objectives, it is crucial to justify the importance of the
study. Would you please incorporate this suggestion in the abstract?  
2.      It is highly recommended that at least 3-6 replications must be carried for any project. The authors should take of
this fact in the future. 

****************************************** 

For further assistance, please visit our customer support site at http://help.elsevier.com/app/answers/list/p/7923. Here you
can search for solutions on a range of topics, find answers to frequently asked questions and learn more about EM via
interactive tutorials. You will also find our 24/7 support contact details should you need any further assistance from one of
our customer support representatives. 

#AU_AOAS# 

To ensure this email reaches the intended recipient, please do not delete the above code 

__________________________________________________ 
In compliance with data protection regulations, you may request that we remove your personal registration details at any
time.  (Use the following URL: https://www.editorialmanager.com/aoas/login.asp?a=r). Please contact the publication
office if you have any questions.

Reny Herawati <reny.herawati@unib.ac.id> 28 November 2021 13.18
Kepada: Annals of Agricultural Science <support@elsevier.com>

Dear Ali Ali, Ph.D.
Editor in Chief
Annals of Agricultural Sciences,
 
Thank you for your e-mail dated on November 28, 2021, informing us of the editorial decision on our
manuscript “Comparative Study on the Stability and Adaptability of Different Models to Develop a High-
Yield Inbred Line from Landrace Rice Varieties”, AOAS-D-21-00348R1”.
 
We would like to express our appreciation to you and anonymous reviewer#2 for the time and effort that had
been spent in processing our paper. We confirm that the paper has been appropriately revised in accordance
with your comment and the comments made by reviewer#2 (for minor points must be addressed before
publication), and the revised manuscript has been uploaded to the Editorial Manager.
 
Once again, sincere thanks for the time and effort in further processing our revised manuscript.
 
Sincerely,                                                                                  
Reny Herawati et al

[Kutipan teks disembunyikan]

http://help.elsevier.com/app/answers/list/p/7923
https://www.editorialmanager.com/aoas/login.asp?a=r


Round 2: 

Response to Reviewer 2 (Comments) 

 

Reviewer #2: 

1. The authors should carefully check the journal publication records and listen to the reviewer's 

comments. A background and problem statements should be added at the start of the abstract. 

This is the standard style for any publication, and one cannot directly start it from objectives. 

Before objectives, it is crucial to justify the importance of the study. Would you please 

incorporate this suggestion in the abstract? 

2.  It is highly recommended that at least 3-6 replications must be carried for any project. The 

authors should take of this fact in the future. 

 

Replies to Reviewer #2 

 

Comment 1:  First of all, we deeply appreciate your helpful comments. We have added 

sentences a background and problem statements in the abstract. This was stated on the Abstract 

sections highlighted with red color.  In addition, we have added the statements on page 1, lines 6-

10. 

 

A B S T R A C T   

 

Multilocation trials are important in plant breeding carried out in the field of agronomy. A 

combination of agronomy and plant breeding is needed to improve plant characteristics and 

stability testing before releasing new varieties. A single stability analysis method may not be 
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which sometimes lead to wrong decisions about genotype stability. The objective of this study 

was to estimate yield potential, adaptability, and stability of superior lines resulting from inbred 

landraces based on parametric and nonparametric, and a genotype main effect G×E interaction 

(GGE) biplot. Fourteen inbred lines from Bengkulu landrace rice varieties were evaluated in five 

environments from January 2019 to November 2020. The experiment was conducted using a 

complete randomized block design with two replications. The results showed that the highest 

yield grouping based on the G×E heat-map, genotypes G13(BKL4-B1-268-10), G10(BKL2-B3-

264-6), G7(BKL1-B3-261-3), and G5(BKL1-B1-259-1), was found in Sungai Serut. There was a 

strong positive correlation (r=1.00) between the mean yield (Yi) and YSi, S2
di and Di, and Wi
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and StabVar. Meanwhile, The genotype occurred in the top third of the ranks (TOP) had a 

positive correlation of 0.78, indicating a suitable stability parameter to identify high-yield 

genotypes. There were four consistently stable lines based on parametric and nonparametric 

stability analyses: G10(BKL2-B3-264-6), G7(BKL1-B3-261-3), G13(BKL4-B1-268-10), and 

G5(BKL1-B1-259-1). The GGE approach methods showed consistent stability, and lines 

G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), 

and G6(BKL1-B2-260-2) had high-yield potential, wide adaptability, and stability, and are 

recommended for further testing as candidates for new varieties. 
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Conclusion 

 

Landrace varieties are a source of germplasm that can be developed into new superior varieties 

that are resistant to biotic or abiotic stress through plant breeding programs. Multilocation trials 

are essential in plant breeding as well as in other studies carried out in the field of agronomy. A 

combination of agronomy and plant breeding is needed to improve plant characteristics and 

stability tests before releasing new varieties. A single stability analysis method may not be 

sufficiently representative to determine the stability performance of genotypes across 

environments. In this study, we evaluated 14 inbred lines in five environmental trials. Stability 

analysis uses a parametric approach, nonparametric approach, and GGE biplot. This study 

indicated that there were four consistently stable lines based on parametric and nonparametric 

stability analyses: G10(BKL2-B3-264-6), G7(BKL1-B3-261-3), G13(BKL4-B1-268-10), and 

G5(BKL1-B1-259-1). The GGE approach methods showed consistent stability, and lines 

G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), 

and G6(BKL1-B2-260-2) showed high-yield potential, wide adaptation, and stability, and it is 

recommended to be tested more widely at least 3-6 replications must be carried out for each trial 

in order to obtain a representative as a candidate for new varieties. Genotypes G7(BKL1-B3-

261-3), G10(BKL2-B3-264-6), and G13(BKL4-B1-268-10) were more adapted to the Sungai 

Serut, Aur Gading, Semarang Village, and Sawah Dendam environments, while G6(BKL1-B2-

260-2), and G5(BKL1-B1-259-1) were properly adapted to the environment in Talang Benih.  

Furthermore, this study is expected to be able to solve the problem of providing superior 

varieties originating from breeding programs through the developing of landraces varieties for 

high yield, wide adaptation, stability, and resistance to biotic and abiotic stress.   

 



Comparative Study on the Stability and Adaptability of Different Models to Develop a 1 
High-Yield Inbred Line from Landrace Rice Varieties 2 

 3 
A B S T R A C T   4 
 5 
Multilocation trials are important in plant breeding carried out in the field of agronomy. A 6 
combination of agronomy and plant breeding is needed to improve plant characteristics and 7 

stability testing before releasing new varieties. A single stability analysis method may not be 8 
sufficiently representative to determine the performance of genotypes across environments, 9 

which sometimes lead to wrong decisions about genotype stability. The objective of this 10 
study was to estimate yield potential, adaptability, and stability of superior lines resulting 11 
from inbred landraces based on parametric and nonparametric, and a genotype main effect 12 

G×E interaction (GGE) biplot. Fourteen inbred lines from Bengkulu landrace rice varieties 13 
were evaluated in five environments from January 2019 to November 2020. The experiment 14 
was conducted using a complete randomized block design with two replications. The results 15 

showed that the highest yield grouping based on the G×E heat-map, genotypes G13(BKL4-16 
B1-268-10), G10(BKL2-B3-264-6), G7(BKL1-B3-261-3), and G5(BKL1-B1-259-1), was 17 
found in Sungai Serut. There was a strong positive correlation (r=1.00) between the mean 18 

yield (Yi) and YSi, S
2

di and Di, and Wi
2
 and StabVar. Meanwhile, The genotype occurred in 19 

the top third of the ranks (TOP) had a positive correlation of 0.78, indicating a suitable 20 
stability parameter to identify high-yield genotypes. There were four consistently stable lines 21 

based on parametric and nonparametric stability analyses: G10(BKL2-B3-264-6), G7(BKL1-22 
B3-261-3), G13(BKL4-B1-268-10), and G5(BKL1-B1-259-1). The GGE approach methods 23 

showed consistent stability, and lines G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), 24 
G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and G6(BKL1-B2-260-2) had high-yield 25 
potential, wide adaptability, and stability, and are recommended for further testing as 26 

candidates for new varieties. 27 

Keywords: inbred line; landraces; parametric stability; nonparametric stability; GGE biplot 28 

 29 

1. Introduction 30 
 31 

Rice cultivation in Indonesia is an essential part of the national economy. It is spread 32 
out at an altitude of relatively 0 to 450 m above sea level. Therefore, it is necessary to 33 

provide varieties suitable for site-specific agroecosystems. Bengkulu Province is in the 34 
southern part of Sumatra, Indonesia, where the cultivation of local rice varieties is still quite 35 
extensive, with various types contributing significantly to rice production. Local varieties 36 

(landraces) have the advantage that they are more resistant to biotic or abiotic stress, but 37 
generally have long maturity, greater height, and poor grain yield (Khairullah et al., 2021). 38 
However, efforts to enhance production can be realized through plant breeding programs. A 39 

breeding program with one cycle of recurrent selection and pedigree has been carried out 40 
since 2010 by crossing landrace varieties Sriwijaya and Bugis with drought-tolerant lines 41 

IR148 and IR7858-1 (Herawati et al., 2017), and several progeny lines have been identified 42 

on a molecular level as being resistant to drought (Herawati et al., 2021). Furthermore, this 43 

study is expected to solve the problem of providing superior varieties originating from 44 
breeding programs through the development of landrace varieties for high yield, wide 45 

adaptation, stability, and resistance to biotic and abiotic stress. 46 
The success of these studies depends on two factors: the accuracy of the estimated 47 

results related to the experiment and the ability to estimate the new environment (Fasahat et 48 
al., 2014). Recommendations for developing new high-yielding varieties include reliable and 49 

Comment [R1]: Revised comment 1; We have 

added sentences a background and problem 

statements in the abstract. 



accurate predictions of yield (Alam et al., 2015; Ikmal et al., 2020). Multilocation 50 

experiments are important to obtain genotypes that are adapted to a specific location or tend 51 
to be stable under various environmental conditions (Gauch, 2006; Ponnuswamy et al., 52 
2018). 53 

Multilocation trials are important in plant breeding and other studies carried out in the 54 
field of agronomy. A combination of agronomy and plant breeding is needed to improve 55 
plant characteristics and stability testing before releasing new varieties. This information can 56 

be obtained from several experiments. A single stability analysis method may not be 57 
sufficiently representative to determine the performance of genotypes across environments 58 

because it will give different results, which sometimes lead to wrong decisions about 59 
genotype stability. Breeders generally use several methods to determine genotype adaptation 60 
and stability and to interpret genotype stability for variety release recommendations. Using 61 

several stability methods helps them make the right decision about the stability of a genotype 62 
by comparing statistical relationships between them (Shukla et al., 2015; Goksoy et al., 63 
2019). 64 

Parametric and nonparametric approaches are used to analyze the stability of 65 
genotypes. Several previous studies have investigated the adaptability and stability of plant 66 
genotypes (Abdipour et al., 2017; Goksoy et al., 2019; Subasi and Basalma, 2021). The 67 

nonparametric methods have some advantages over the parametric stability methods. These 68 
methods reduce the bias caused by outliers and no assumptions are needed about the 69 
distribution of the observed and easy to use and interpret and the additions or deletions of  70 

one or few genotypes don’t cause much variation of results (Huehn, 1990; Mortazavian and 71 
Azizi-Nia, 2014; Goksoy et al., 2019). The nonparametric approach is based on the 72 

phenotype rank in each test environment with a stable genotype. The concept of 73 
nonparametric stability, as related to phenotype rank in each environment, refers to a 74 
homeostatic G × E interaction theory. This involves the stability of a genotype in all 75 

environments (Huehn, 1990). Nassar and Huehn (1987) stated that nonparametric analyses 76 
are unbiased and need not consider the type of data distribution. Furthermore, Yue et al. 77 
(1997) found that nonparametric stability analysis serves as an alternative to the parametric 78 

approach, although it cannot explain the adaptability of the lines. However, for these reasons, 79 
the nonparametric method is usually utilized, as reported by Huehn (1990). 80 
 The analysis of mega-environments uses GGE biplot to study the stability of a 81 

genotype (Akter et al., 2015; Balakrishnan et al., 2016; Shahriari et al., 2018). It is an 82 
interactive analysis technique consisting of the main effect of the genotype (G) and the G × E 83 

interaction (Yan and Kang, 2003). GGE is constructed using two main components, namely 84 

PC1 and PC2, derived from single value decomposition with data obtained through 85 
multilocation experiments. Biplots are multi-dimensional; however, the two dimensions PC1 86 
and PC2 are the most common. This study aimed to obtain information on yield potential, 87 

adaptability, and stability of superior lines resulting from inbred landraces with superior 88 
varieties. These lines are recommended to be widely adapted to the environment of rainfed 89 

lowland irrigated rice and dry land as candidates for new varieties. 90 

 91 

2. Materials and Methods 92 
 93 

The experiment was conducted from January 2019 to November 2020, in five 94 
environments in Bengkulu Province, namely Aur Gading (North Bengkulu), Talang Benih 95 

(Rejang Lebong), Sawah Dendam, Sungai Serut, and Desa Semarang. Environmental 96 
characteristics are presented in Table 1. The genotypes used were 14 superior inbred lines 97 
from Bengkulu local rice varieties (Sriwijaya and Bugis) with superior drought-tolerant lines 98 

(IR7858-1 and IR148) and two checks: Inpago 12 and Rindang 2 (Table 2). 99 



 100 

Table 1  101 
Characteristics of 5 environments trial in Bengkulu Province 102 

Environment Year Soil Type 
Altitude 

(m) 

Rainfall 

(mm) 

Temperature (º C) 
Irrigation Type 

   Min             Max 

Sungai Serut (SS) 2019 Ultisol 60 101 26                36 semi technical 

Desa Semarang (DS) 2019 Ultisol 50 112 26                35 semi technical 

Talang Benih (TB) 2019 Andosol 300 118 24                34 Technical 

Sawah Dendam (SD) 2020 Ultisol 50 277 25                35 Technical 

Aur Gading (AG) 2020 Ultisol 100 215 26                36 Rainfed 

 103 
Table 2 104 

Genotype, accession number, and pedigree 105 

No. Genotype Accesion number Pedigree 

1 G1 BKL3-RS1-1-253-18 Sriwijaya x IR148 

2 G2  BKL4-RS1-1-256-21 Sriwijaya x IR7858-1 

3 G3  BKL4-RS1-2-257-22 Sriwijaya x IR7858-1 

4 G4  BKL4-RS1-3-258-23 Sriwijaya x IR7858-1 

5 G5 BKL1-B1-259-1 Bugis x IR7858-1 

6 G6 BKL1-B2-260-2 Bugis x IR7858-1 

7 G7 BKL1-B3-261-3 Bugis x IR7858-1 

8 G8  BKL2-B1-262-4 Bugis x IR148 

9 G9  BKL2-B2-263-5 Bugis x IR148 

10 G10 BKL2-B3-264-6 Bugis x IR148 

11 G11 BKL3-B1-265-7 Sriwijaya x IR148 

12 G12  BKL3-B3-267-9 Sriwijaya x IR148 

13 G13 BKL4-B1-268-10 Sriwijaya x IR7858-1 

14 G14  BKL4-B3-270-12 Sriwijaya x IR7858-1 

15 Inpago 12 Check Variety - 

16 Rindang 2 Check Variety - 

 106 
 107 



The study was carried out using a completely randomized block design with two 108 

replications. The experimental plot was 5 m × 5 m in size. Twenty kg of manure was spread 109 
and mixed with the soil in the first fertilization. Planting was performed with a spacing of 20 110 
cm × 20 cm, and each plot was fertilized with 400 g urea, 200 g SP-36, and 200 g KCl a 111 

week after planting, 112 
The variables observed were plant height, number of productive tillers, panicle length, 113 

number of filled grains/panicles, percentage of empty grains, 1000-grain weight, grain weight 114 

per hill, and grain weight per plot. Harvesting was carried out using physiological ripening 115 
criteria marked by 80% yellowish panicles in one plot. Furthermore, the grain was dried until 116 

it reached a moisture content of ±14%. The grain yield per hectare was derived from the 117 
conversion of grain weight per plot. 118 

The yield component variables were analyzed using combined variance analysis and 119 

the least significant difference test at a 5% level, according to Steel and Torrie (1980). The 120 
estimation of yield adaptability and stability is based on the coefficient of variance (CVi) 121 
(Francis and Kannenberg, 1978) and regression (Finlay and Wilkinson, 1963; Eberhart and 122 

Russell, 1966) as follows: 123 
 124 
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where     is the grain yield of genotype I in environment j;  ̅  is the average yield of inbred 127 

line I and  ̅  is the average performance of the environment j, and   ̅is the grand mean. The 128 

genotypes would be more adapted to favorable environmental conditions if bi > 1. The 129 
genotypes would be adapted to unfavorable growing conditions if bi < 1, and if bi = 1, those 130 

genotypes would have an average adaptation to all environments. Genotypes with    
  = 0 131 

would be most stable, whereas a    
  > 0 would indicate lower stability across all 132 

environments. 133 

 134 
Wricke’s ecovalence (Wi

2
) and Shukla’s stability variance (σ2) were measured as follows: 135 

 136 
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where     is the observed yield response,  ̅  and  ̅  correspond to the previous notations, and 138 

 ̅ is the grand mean. Genotype stability occurs when   
  = 0. The stability parameter uses 139 

stability variance (  
  , which was obtained from the following equation: 140 
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The sum of square the genotype-environment interaction was determined as follows: 143 
 144 
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Nonparametric stability parameters include Kang’s yield and stability index (YSi). 146 

(Kang) and Nassar and Huehn (1987) proposed four nonparametric stability statistics, Si
(1)

, 147 
Si

(2)
, Si

(3)
, and Si

(6)
, which are based on yield ranks of genotypes in each environment and are 148 

estimated as follows: 149 
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In the above equation,     is the rank of the i
th

 genotype in the j
th

 environment,  ̅  is the mean 153 

rank across all environments for each genotype, and N is the number of environments. The 154 

genotype with the lowest value would be the most stable across environments. 155 

 156 
Thennarasu (1995) proposed four nonparametric stability parameters based on adjusted ranks 157 

of genotypes within each test environment. The formulas to compute these statistics are 158 

shown below: 159 

 160 

       
 

 
∑ |         |

 
           

 

 
[∑

|         |

   

 
   ] 161 

 162 

       

√
∑         ̅̅ ̅  

 

 

 ̅ 
        

 

      
[∑ ∑ |           |  ̅ 

 
     

   
   ] 163 

 164 

where      is the rank of i
th

 genotype in the j
th

 environment based on adjusted data,   ̅  is the 165 

mean ranks for adjusted data,      the median ranks for adjusted data, while  ̅  and     are 166 
obtained from the original data. The relationships among the stability using Spearman’s rank 167 
correlation and the stability analyses were based on the main components of the GGE biplot 168 

and analyzed using PBSTAT-GE software (www.pbstat.com). 169 

 170 
3. Results and Discussion 171 

3.1. Agronomic performance of inbred lines 172 

This study evaluated the yield performance and stability of 14 inbred lines from 173 

landrace varieties compared to two superior varieties (Inpago 12 and Rindang 2) under 174 
different irrigation types in Bengkulu, Indonesia. The combined analysis of variance 175 
indicated wide variability in the lines under testing (Table 3), which suggests that the lines 176 

interacted differentially regarding yield component performance; therefore, further general 177 
adaptability and stability analysis across lines should be followed before their selection for 178 
release as new varieties. 179 

Table 3  180 

Mean square of combined analysis of  variance across environment of  yield component  of 181 
14 inbred lines  182 

Source of variance Df 
Panicle  

length 

Number of  

Productive  

Tiller per 

hill 

Filled  

grain  

per panicle 

Unfilled 

grain per 

panicle (%) 

1000-grain 

Weight 

(g) 

Grain 

weight per 

hill (g) 

Yield 

(tonnes/ha) 

http://www.pbstat.com/


Environment (E) 4 38.21** 359.49** 18,356.66** 524.74** 50.88** 9,464.23** 324.66** 

Replication/R 5 0.24 2.06 92.26 35.44** 1.30* 21.90 2.04** 

Genotype (G) 15 8.92** 49.11** 839.64** 235.55** 12.24** 444.43** 31.46** 

GxE 60 2.80** 13.96** 1,156.62** 74.51** 1.88** 372.63** 11.96** 

Residuals 75 0.39 1.10 53.53 7.77 0.44 15.27 0.57 

*, ** Significant at the 0.05  and 0.01 probability levels, respectively 183 

Yield response is a combination of yield components, namely panicle length, number 184 
of productive tillers, number of filled grains, 1000-grain weight, and grain weight per hill 185 
(Table 4). The appearance of the agronomic characteristics showed that the panicle length of 186 

24.85–27.04 cm was significantly different from that of Rindang 2. The number of 187 
productive tillers ranged from 9.68–15.22, which was significantly different from that of 188 
Rindang except for G1(BKL3-RS1-1-253-18), while G7(BKL1-B3-261-3) surpassed Inpago 189 

12 check varieties. The number of filled grains per panicle and percentage of empty grains 190 
ranged from 112.99–151.57, and 14.65–25.75, respectively. The 1000-grain weight was quite 191 

low, relatively, at 26.45–28.52. In contrast, the weight of filled grains per hill ranged from 192 

22.46 g in G1(BKL3-RS1-1-253-18) to 42.82 g I G11(BKL3-B1-265-7), as shown in Table 193 
4. 194 

Tabel 4  195 

Agronomic performance of genotypes tested in different location yield trials. 196 

Genotype 
Panicle 

length 

Number 

of 

Productive 

Tiller per 

hill 

Filled 

grain 

per 

panicle 

Unfilled 

grain 

per 

panicle 

(%) 

1000-grain 

Weight 

(g) 

Grain 

weight 

per hill 

(g) 

Grain yield 

(tonnes/ha) 

G1 27.04
a
 9.68

gh
 120.22

efg
 25.75

bc
 27.01

defg
 22.46

i
 5.97

h
 

G2 25.51
cde

 10.17
g
 112.99

h
 23.46

cd
 27.22

cdef
 24.98

hi
 6.07

gh
 

G3  26.36
b
 10.09

g
 119.73

fg
 22.38

de
 27.86

b
 28.53

fg
 6.73

fg
 

G4  25.97
bc

 10.39
fg

 118.33
fgh

 19.11
fg

 26.91
defg

 31.30
ef
 7.28

ef
 

G5 24.85
f
 13.59

d
 129.27

bc
 15.65

hi
 27.35

bcde
 38.69

bc
 10.31

b
 

G6  25.01
ef
 13.53

d
 126.87

bcd
 14.94

i
 26.45

g
 37.25

cd
 9.06

c
 

G7 26.00
bc

 15.63
a
 129.49

bc
 17.47

gh
 26.52

g
 41.87

ab
 10.20

b
 

G8   25.62
cd

 13.74
cd

 121.42
defg

 22.45
de

 27.63
bc

 35.44
cd

 8.07
d
 

G9  26.04
bc

 15.43
ab

 123.72
cdef

 19.81
fg

 27.50
bcd

 42.37
a
 8.76

c
 

G10 25.23
def

 13.78
cd

 126.41
bcde

 14.65
i
 28.52

a
 41.50

ab
 10.47

ab
 

G11  25.90
bc

 15.22
ab

 115.09
gh

 18.30
fg

 27.18
cdef

 42.82
a
 8.02

d
 

G12  25.83
bc

 11.85
e
 131.48

b
 20.43

ef
 26.58

g
 34.50

de
 6.89

f
 

G13 25.93
bc

 13.07
d
 151.57

a
 18.63

fg
 26.69

fg
 42.27

a
 11.14

a
 

G14 25.87
bc

 11.14
ef
 130.34

b
 23.65

cd
 27.01

defg
 35.32

cd
 7.74

de
 

Inpago 12 22.71
g
 14.62

bc
 120.36

defg
 27.44

b
 23.29

h
 34.69

de
 7.87

de
 

Rindang 2 26.32
b
 9.07

h
 116.77

gh
 32.66

a
 26.87

efg
 26.25

gh
 5.13

i
 



LSD 5% 0.55 0.93 6.52 2.48 0.59 3.48 0.67 

CV 2.43 8.34 5.87 13.24 2.46 11.16 9.29 

Numbers in one column followed by the same letter show no significant difference based  197 
on the LSD test at 5%; CV = coefficient of variance 198 

All genotypes tested in Aur Gading had a mean yield of 4.52 tons/ha, while 199 
G9(BKL2-B2-263-5) had the highest value of 6.41 tons/ha (Table 5). However, this was the 200 

lowest compared to other environments. The irrigation system relies only on rainfall, and 201 
farmers usually cultivate this grain once a year. This is encouraging because some of the 202 

genotypes tested in this environment were above the average yield of the Rindang 2, the 203 
check variety. Therefore, this line can be considered a potential line for cultivation as upland 204 
rice or under rainfed systems. It differs from the Sungai Serut and Talang Benih 205 

environments supported by a technical irrigation system, with a mean grain yield of 12.65 206 
tons/ha and 9.82 tons/ha. The highest yield grouping comprised G13(BKL4-B1-268-10), 207 
G10(BKL2-B3-264-6), G7(BKL1-B3-261-3), and G5(BKL1-B1-259-1), and was found in 208 

the Sungai Serut. 209 

Table 5  210 
Means of grain yield (tonnes/ha) in 5 environments of 14 genotypes 211 

Genotype 

Grain yield (tonnes/ha) 

Mean Aur Gading 

(AG) 

Desa 

Semarang 

(DS) 

Sawah 

Dendam 

(SD) 

Sungai 

Serut (SS) 

Talang 

Benih 

(TB) 

G1 3.18 4.76 4.58 5.57 11.52 5.92 

G10  4.97 9.55 11.82 14.85 11.18 10.47 

G11 3.85 5.50 6.60 17.37 6.79 8.02 

G12 4.15 4.48 4.48 15.96 5.40 6.89 

G13 4.57 11.38 12.22 15.24 12.29 11.14 

G14 3.85 6.34 6.25 15.73 6.56 7.74 

G2 3.28 4.34 4.69 8.84 9.14 6.06 

G3 5.21 4.14 4.36 9.01 10.93 6.73 

G4 4.39 4.32 5.09 7.51 15.10 7.28 

G5 5.19 8.14 10.16 13.11 14.96 10.31 

G6 4.93 5.93 7.18 13.52 13.76 9.06 

G7  4.37 7.47 10.33 16.31 12.52 10.20 

G8 4.55 5.93 7.26 15.21 7.39 8.07 

G9 6.41 5.84 7.43 16.84 7.26 8.76 

Inpago 12 5.07 7.36 7.82 12.07 7.05 7.87 

Rindang 2 4.37 4.30 6.40 5.29 5.29 5.13 

Mean 4.52 6.23 7.29 12.65 9.82 8.10 

LSD 0.05 1.12 0.80 0.56 0.56 2.49 0.57 

CV (%) 14.10 7.33 4.22 2.52 14.48 9.40 

 212 
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 235 

Fig 1. GxE Heat-map genotypes tested at five environments (AG = Aur Gading; DS = Desa Semarang;  236 
SD = Sawah Dendam; SS = Sungai Serut; TB = Talang Benih).  Data described according to the mean yield of 237 
the genotypes in five environments. High values are indicated in brown and low values in white.  238 

 239 

 240 
Some of the lines had a yield potential of over 5 tons/ha, and some genotypes even 241 

exceeded the check varieties, namely Inpago 12 and Rindang 2. Furthermore, G10(BKL2-242 

B3-264-6), G13(BKL4-B1-268-10), G5(BKL1-B1-259-1), and G7(BKL1-B3-261-3) had a 243 
potential yield of more than 10 tons/ha, thereby exceeding the check varieties of 7 tons/ha 244 
and 5 tons/ha, as shown in Table 5. These lines have agronomic characteristics of new 245 

varieties, namely the number of productive tillers > 13, the number of filled grains > 126 246 
grains / panicle, and the percentage of empty grains < 19% per panicle according to SES 247 

IRRI (2013) (Table 4). 248 
The GxE heat-map described according to the mean yield of the genotypes in five 249 

environments is shown high values in brown and low values in white (Fig 1). The highest-250 

yielding group was comprised of genotype G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), 251 
G7(BKL1-B3-261-3), and G5(BKL1-B1-259-1), with the highest yields being found in 252 
Sungai Serut. Furthermore, the moderate-yield group contained G8(BKL2-B1-262-4), 253 

G14(BKL4-B3-270-12), G11(BKL3-B1-265-7), G9(BKL2-B2-263-5), G12(BKL3-B3-267-254 
9), and Inpago 12 in Sungai Serut (SS). Meanwhile, the low-yield group comprised 255 
G3(BKL4-RS1-2-257-22), G2(BKL4-RS1-1-256-21), G1(BKL3-RS1-1-253-18), and 256 

G4(BKL4-RS1-3-258-23) in Talang Benih (TB). The highest grain yield of 12.65 tons/ha 257 
was discovered in Sungai Serut, followed by 9.82 tons/ha, 7.23 tons/ha, 6.23 tons/ha, and 258 
4.52 tons/ha in TB, Sawah Dendam, Desa Semarang, and Aur Gading, respectively, as shown 259 

in Table 5. 260 

3.2. Parametric Stability Analysis 261 



The parametric stability analysis showed that G10(BKL2-B3-264-6), G13(BKL4-B1-262 

268-10), G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and Inpago 12 had variance coefficient 263 
(CVi) values of 34.61%, 35.49%, 37.68%, and 32.64% and environmental variance (Si

(2)
) 264 

values of 3.13, 5.48, 4.51, 1.74, respectively, as shown in Table 6. These genotypes are stable 265 

because the two values are relatively close to 0. Based on the variance coefficient and 266 
environmental variance values, they are classified as genotypes with static stability (Becker 267 
and Leon, 1988). Genotypes G10(BKL2-B3-264-6), G13(BKL4-B1-268-10), G5(BKL1-B1-268 

259-1), and G7(BKL1-B3-261-3) had bi values of 1.02, 1.05, 1.06, and 1.42, and grain 269 
productivity of 10.47, 11.14, 10.31, 10.2 tons/ha over the total mean, respectively, as shown 270 

in Table 4. According to Finlay and Wilkinson (1963), a genotype with a regression 271 
coefficient (bi) of 1 and a mean yield greater than the total mean is regarded as stable, with 272 
high adaptability to all environments. 273 

Table 6 274 

Parametric stability analysis: coefficient of variability, environmental variability, regression 275 

coefficient and regression deviation, and stability in 14 genotypes, and 2 checks in 5 276 
environments 277 

Genotype 
Yi 

(tonHa
-1

) 
CVi bi P_bi S

2
di P_s

2
di Wi

2
 Di 

StabVar 

(σ
2
) 

G1 5.97 53.89 0.51** 0.006 9.96*** 0.000 40.34 8.45 22.2 

G10 10.47 34.61 1.02 ns 0.899 3.11*** 0.000 10.19 7.12 4.97 

G11 8.02 66.73 1.51** 0.004 7.19*** 0.000 32.86 7.94 17.93 

G12 6.89 73.88 1.35* 0.044 9.50*** 0.000 34.41 8.36 18.81 

G13 11.14 35.49 1.06 ns 0.744 5.46*** 0.000 17.36 7.6 9.06 

G14 7.74 59.36 1.28 ns 0.106 5.65*** 0.000 21.04 7.64 11.17 

G2 6.07 44.88 0.79 ns 0.231 1.11*** 0.004 5.93 6.69 2.53 

G3 6.73 45.48 0.73 ns 0.125 4.94*** 0.000 18.57 7.5 9.76 

G4 7.28 62.65 0.79 ns 0.230 18.97*** 0.000 59.53 9.92 33.16 

G5 10.31 37.68 1.06 ns 0.707 4.50*** 0.000 14.53 7.41 7.45 

G6 9.06 46.92 1.24 ns 0.161 2.90*** 0.000 11.95 7.08 5.97 

G7  10.2 45 1.42* 0.017 0.48 ns 0.053 9.48 6.55 4.56 

G8 8.06 51.51 1.20 ns 0.258 3.37*** 0.000 12.52 7.18 6.3 

G9 8.76 52.13 1.21 ns 0.227 7.70*** 0.000 25.74 8.03 13.86 

Inpago 12 7.87 32.64 0.71 ns 0.094 1.74*** 0.000 9.56 6.83 4.61 

Rindang 2 5.13 16.7 0.11*** 0.000 0.54* 0.040 34.93 6.56 19.11 

Y: overall mean of yield. LSD 0.05: 0.17; CVi: coefficient of variability (Francis and Kannenberg); b: coefficient of 278 
regression to index the environment (Finlay and Wilkinson; Eberhart and Russel). Stable (a=0.05): 0.9 - 1.1 P_bi : P-value 279 
for b with null hypothesis b=1; s2d: deviation of regression (Eberhart and Russel); P_s2di: P-value for s2d with null 280 
hypothesis s=0; Wi

2 : Wricke ecovalence; Di: Hanson’s parameter stability; StabVar : Shukla stability variance (σ2)   281 
 282 

Wricke (1962) developed the ecovalence method (Wi
2
), which measures the 283 

contribution of each genotype to the total square of the genotype × environment interactions. 284 

A genotype is considered stable assuming it has a low ecovalence value. The analysis showed 285 
that the stable genotypes were G10(BKL2-B3-264-6), G2(BKL4-RS1-1-256-21), G7(BKL1-286 

B3-261-3), and Inpago 12, with low ecovalence values of 10.19, 5.93, 9.48, and 9.56, 287 
respectively (Table 6). 288 

The stability evaluation method applied by Hanson (1970) was used to investigate the 289 

total genotype in a few environments concerning Di parameters. Stable genotypes such as 290 
G2(BKL4-RS1-1-256-21), G7(BKL1-B3-261-3), Inpago 12, and Rindang 2 had low Di 291 
values of 6.69, 6.65, 6.83, and 6.56, respectively (Table 6). 292 



The stability parameter designed by Shukla (1972) is based on the concept that 293 

genotypes with the smallest StabVar (σ2) are the most stable. G10(BKL2-B3-264-6) (4.97), 294 
G2(BKL4-RS1-1-256-21) (2.53), G7(BKL1-B3-261-3) (4.56), and Inpago 12 (4.61) (Table 295 
4) were the most stable lines, while G4(BKL4-RS1-3-258-23) and G1(BKL3-RS1-1-253-18) 296 

were the most unstable. The results obtained using both methods (CVi and σ2) showed that 297 
G10(BKL2-B3-264-6) and G7(BKL1-B3-261-3) were the most stable lines. 298 

3.3. Nonparametric stability analysis 299 

The nonparametric stability method is based on the ratio of the genotype rank to each 300 
environment. A genotype is stable assuming it ranks the same in several environments (Kang, 301 

1988; Nassar and Huehn, 1987; Fox et al., 1990; Huehn, 1990). The Kang yield and stability 302 
index (YSi) combined the genotype yield and Shukla stability variance into one statistical 303 
test. Kang and Pham (1991) stated that rank-sum is another nonparametric stability statistic 304 

regarded as yield, and Shukla (1972) stability variance was used as the selection criteria. This 305 
analysis realized a score of 1 for yield and stability, thereby permitting the identification of 306 
stable genotypes. Furthermore, the genotypes with the maximum and minimum yields were 307 

both assigned to rank 1. Ranks based on yield and stability variance were attached to each 308 
genotype. The genotype with the minimum rank-sum was the most desirable one. Moreover, 309 

when a genotype has a YSi > mean, then YSinya is selected. The genotypes with (+), namely 310 
G10(BKL2-B3-264-6), G13(BKL4-B1-268-10), G5(BKL1-B1-259-1), G6(BKL1-B2-260-2), 311 
G7(BKL1-B3-261-3), G8(BKL2-B1-262-4), and G9(BKL2-B2-263-5), were selected based 312 

on YSi, as shown in Table 7. 313 
The two stability methods designed by Nassar and Huehn (1987) are S1 and S2. 314 

Moreover, both methods are based on the ranking of the genotypes in the number of 315 

environments. Genotypes with slight changes in rank are more stable (Becker and Leon, 316 
1988). The variance of S1 and S2 (Zi (1) as well as Zi (2)) is smaller than the value of Table 317 
Z (Tables Chi-sq Zi (1), Zi (2)), which implies that the genotype is stable. The sums of Zi (1) 318 

= 16.63 and Zi (2) = 8.73 are smaller than the Chi-sq Sum Zi (1) table. However, when Zi (2) 319 
= 26.29, it indicates that the stability ratings of the tested genotypes were insignificantly 320 
different. Fox et al. (1990) suggested a nonparametric superiority measure for general 321 

adaptability using graded ranks from cultivars. The ranking was carried out at each location. 322 

In addition, the number of sites where the genotypes occurred in the upper, middle, and lower 323 
third of the rankings is calculated. Those that occur mostly in the upper third are considered 324 

widely adapted cultivars. Based on Fox et al. (1990), those discovered in the top three ranked 325 
environments tested were identified as properly adapted genotypes. Following this method, 326 

G5(BKL1-B1-259-1), G10(BKL2-B3-264-6), G13(BKL4-B1-268-10), G7(BKL1-B3-261-3), 327 
and G9(BKL2-B2-263-5) were properly adapted to these environments, unlike the others, as 328 
shown in Table 7. Genotypes with small NPi (1), NPi (2), NPi (3), and NPi (4) values are 329 

considered to be more stable. Based on these values, G2(BKL4-RS1-1-256-21), G5(BKL1-330 
B1-259-1), G11(BKL3-B1-265-7), G8(BKL2-B1-262-4), and Inpago 12 were more stable 331 
than the others, as shown in Table 7. 332 

 333 



Table 7 334 

The result of the analysis non-parametric stability 335 
Genotype YSi Si(1) Zi(1) Si(2) Zi(2) Si(3) Si(6) TOP NPi(1) NPi(2) NPi(3) NPi(4) 

G1 -9 6.20 0.35 27.80 0.37 5.15 1.21 0 3.40 0.26 0.39 0.51 

G10  10 + 6.20 0.35 24.70 0.10 6.42 2.33 2 3.60 0.72 0.93 1.29 

G11  0 5.40 0.00 25.70 0.17 10.52 1.83 1 2.80 0.28 0.49 0.59 

G12 -6 7.90 2.95 41.25 3.43 7.00 1.31 0 5.10 0.43 0.50 0.68 

G13 11 + 7.40 1.92 35.30 1.69 8.00 3.00 2 4.40 0.88 1.33 1.85 

G14 -2 4.80 0.12 15.00 0.34 7.40 1.80 0 3.00 0.27 0.35 0.48 

G2 -8 3.60 1.29 8.50 1.39 1.63 0.59 0 2.20 0.17 0.20 0.28 

G3 -7 6.80 0.97 31.30 0.87 13.04 2.15 1 4.20 0.35 0.46 0.63 

G4 -4 6.80 0.97 35.30 1.69 11.80 2.00 1 4.00 0.33 0.53 0.68 

G5 9 + 4.60 0.22 13.30 0.54 9.36 2.55 3 2.80 0.93 0.74 1.05 

G6 6 + 6.40 0.52 26.00 0.19 3.21 1.27 1 3.80 0.54 0.69 0.97 

G7  8 + 5.80 0.10 22.50 0.01 8.20 2.29 2 3.60 0.90 0.87 1.18 

G8  1 + 2.80 2.78 5.00 2.27 0.75 0.50 0 1.60 0.20 0.25 0.35 

G9  5 + 7.20 1.57 34.80 1.58 12.90 2.97 2 4.70 0.78 0.91 1.24 

Inpago 12 -1 4.80 0.12 14.50 0.39 7.73 2.22 0 2.80 0.56 0.46 0.65 

Rindang 2 -10 7.20 1.57 36.70 2.05 2.67 0.96 0 4.40 0.29 0.40 0.53 

YS: Kang's yield and stability index; '+': selected genotypes having YSi> mean of 8.10; Si(1), Si(2), Si(3), Si(6): Nassar and Huehn's nonparametric stability parameters; 336 
SumZi(1)  : 16.63; SumZi(2)  : 17.61; Chi-sqtabelZi(1), Zi(2): 8.73; Chi-sqtabelSumZi(1), SumZi(2): 26.29; TOP: Fox's TOP - Number of sites at which the genotype 337 
occurred in the top third of the ranks; NPi(1), NPi(2), NPi(3), NPi(4): Thennarasu's nonparametric stability parameters 338 
 339 

 340 
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 345 

 346 

 347 



Table 8  348 

Spearman correlation between stability parameters 349 

 

Yi CVi bi s2di Wi2 Di StabVar YSi Si(1) Si(2) Si(3) Si(6) TOP NPi(1) NPi(2) NPi(3) 

Yi 

                
CVi  0.25   

               
bi  0.59*   0.24   

              
s2di  0.14    0.76**  0.01   

             
Wi2  0.46    0.54*   0.40    0.76** 

            
Di  0.14    0.76**  0.01    1.00**  0.76** 

           
StabVar  0.46    0.54*   0.40    0.76**  1.00**  0.76** 

          
YSi  1.00**  0.25    0.59*   0.14    0.46    0.14    0.46   

         
Si(1)  0.10    0.11    0.19    0.38    0.57*   0.38    0.57*   0.10   

        
Si(2)  0.24    0.20    0.30    0.44    0.70**  0.44    0.70**  0.24    0.97** 

       
Si(3) -0.22    0.20    0.01    0.42    0.25    0.42    0.25   -0.22    0.29    0.28   

      
Si(6) -0.68** -0.27   -0.36    0.12   -0.13    0.12   -0.13   -0.68**  0.27    0.15    0.73** 

     
TOP  0.78**  0.22    0.46    0.00    0.19    0.00    0.19    0.78** -0.15   -0.06   -0.59*  -0.82** 

    
NPi(1)  0.08    0.09    0.15    0.33    0.51*   0.33    0.51*   0.08    0.98**  0.93**  0.32    0.30   -0.20   

   
NPi(2) -0.72** -0.40   -0.27   -0.15   -0.25   -0.15   -0.25   -0.72**  0.30    0.16    0.50*   0.86** -0.81**  0.36   

  
NPi(3) -0.76** -0.19   -0.36    0.09   -0.06    0.09   -0.06   -0.76**  0.48    0.36    0.50*   0.84** -0.88**  0.50    0.88** 

 
NPi(4) -0.75** -0.26   -0.36    0.03   -0.13    0.03   -0.13   -0.75**  0.48    0.35    0.46    0.84** -0.83**  0.51*   0.92**  0.99** 

*, **:significant at 0.05 and 0.01350 



Parametric and nonparametric methods have their advantages and disadvantages; each 351 

method describes a particular way of looking at the GE interaction phenomenon. Each of 352 

these approaches complements the other for interpreting GE interactions, so it was finally 353 
determined that a clear picture of the interaction as a genotype was differentially sensitive to 354 
the environment (Dehghani et al., 2016). Correlation analysis is beneficial for breeders in 355 

interpreting the results of both methods. 356 

3.4. Correlation of the relationship between stability parameters 357 

The regression coefficient bi was correlated with Yi (0.59), and all stability parameters 358 
were tested. YSi was negatively correlated with Si (6) (−0.68), NPi (2) (−0.72), NPi (3) 359 
(−0.76), and NPi (4) (−0.75). There was a strong and positive correlation (r = 1.00) between 360 

the mean yield (Yi) and YSi, S
2
di, and Di, as well as W21 and Stabvar, while TOP had a 361 

positive correlation of 0.78 (Table 8). 362 
The Spearman correlation analysis of the stability parameters indicated that Yi, YSi, 363 

TOP, and bi had a positive correlation, as shown in Table 8. This is consistent with studies 364 
carried out by Becker and Leon (1988) and Mut et al. (2010), which found a correlation 365 
between Yi and the TOP stability parameter. Selection to improve yield is expected to change 366 

grain yield stability by increasing the TOP parameter (Abdipour et al., 2017; Goksoy et al., 367 
2019). It was directed toward the development of site-specific genotypes by optimizing 368 

environmental conditions. Genotypes tend to produce poor yields when planted in a less 369 
optimal environment and will produce high yields when planted in an optimal environment. 370 
The regression coefficient bi was correlated with Yi and all the tested stability parameters. 371 

YSi was negatively correlated with Si
(6)

, NPi (2), NPi (3), and NPi (4). Similarly, there was a 372 
strong and positive correlation (r = 1.00) between the mean results and YSi, S

2
di, and Di, as 373 

well as W21 and Stabvar. Furthermore, TOP had a positive correlation of 0.78, indicating a 374 

stability parameter suitable for identifying high-yield genotypes (Mut et al., 2010; Abdipour 375 

et al., 2017). 376 
The principal component analysis correlating the genotype with the yield and stability 377 

parameters is shown in Fig 2. Genotypes that are close to the stability parameter are 378 
considered “stable” or “good.” The results of the biplot analysis showed that G13(BKL4-B1-379 

268-10), G10(BKL2-B3-264-6), G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and G9(BKL2-380 

B2-263-5) had the highest stable yields based on the TOP stability parameters and were 381 
strongly correlated with YSi and bi (Fig 2, Table 8). This makes sense because TOP is 382 
calculated based on the number of locations where the genotypes had the highest yield rank. 383 
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 410 

Fig 2. Mapping of stability parameters of  14 genotype base on PCA biplot 411 

3.5. GGE biplot analysis 412 

Biplot analysis was used to interpret the AMMI model, as indicated by AMMI1 and 413 

AMMI2. The AMMI1 biplot is a plot of the main effect (yield) and the score for the first 414 
principal component (PC1). In contrast, the AMMI2 biplot is a plot of the first (PC1) and the 415 
second (PC2) principal component scores. The results of the AMMI variance analysis 416 
showed that the interaction with the main component 1 (PC1) was significant at a probability 417 

level of less than 1% (Table 9). The effective breakdown of the genotype × environment 418 
interaction into four main components showed three essential components. The contribution 419 
of diversity explaining the indicators used  to observe the relationship between genotypes and 420 

environment trials was 100%. However, by conducting biplot analysis, which reduced all the 421 
indicators into two-side dimensions, the information that could be explained was about 88%. 422 

Two principal components (PC1 and PC2) were used to construct the GGE-biplot graph, 423 
explaining 53% and 35.1% (Fig 3, 4, and 5), It meant that biplot analysis has already 424 
represented enough information on the relationship among those two indicators. 425 

 426 
Table 9 427 
Analysis of variance of AMMI model 428 

Source of variance Df Sum Sq Mean Sq F value Pr(>F) 

Environment (E) 4 1296.28 324.07 158.27 0.00 

Replication/E 5 10.24 2.05 3.53 0.01 

Genotype (G) 15 454.38 30.29 2.53** 0.01 



GxE 60 717.73 11.96 20.61** 0.00 

 PC1 18 497.07 27.62 47.58** 0.00 

 PC2 16 117.91 7.37 12.70** 0.00 

 PC3 14 93.29 6.66 11.48** 0.00 

 PC4 12 10.17 0.85 1.46* 0.16 

Residuals 73 42.37 0.58 

     *, ** Significant at the 0.05  and 0.01 probability levels, respectively 429 
 430 

GGE biplot graphs are better than the AMMI in the mega-environmental analysis for 431 

evaluating genotypes. The GGE biplot is more descriptive on G + GE and comprises the 432 
productive part of the biplot properties. GGE biplots have been used to analyze mega-433 

environments (Kebede and Getahun, 2017; Zulqarnain et al., 2017), for genotype evaluation 434 
(Islam et al.) and evaluation of environmental trials (Tekdal and Kendal) and to analyze 435 
heterotic patterns (Kannababu et al., 2017), and their applications are becoming popular in 436 

quantitative analysis and plant breeding. The polygon visualization in the GGE biplot is 437 
practical and elegant. This method divides the environment into several groups and predicts 438 
the ideal genotype (Yan and Kang, 2003). 439 

The analysis of discriminativeness and the representativeness of the environments 440 
produced genotype rankings relatively close to the mean. In Desa Semarang and Sawah 441 

Dendam, G13(BKL4-B1-268-10) had the highest yield, followed by G10(BKL2-B3-264-6), 442 

G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and G6(BKL1-B2-260-2), as shown in Fig 3. 443 

 444 
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 450 

 451 

 452 

 453 

Fig 3. Biplot showing the discriminating ability and the representativeness of environments 454 
from 14 genotypes and five environment trials 455 

 456 
These results were consistent when analyzed based on the highest mean grain yield 457 

ratings tested in the five environments (Fig 4). The genotype determined using the biplot in 458 

respect to the most extended vector was combined with G × E = 0 and represented by dots 459 
and arrows. It was a stable and high-yield genotype. Fortunately, G13(BKL4-B1-268-10), 460 

G10(BKL2-B3-264-6), and G7(BKL1-B3-261-3) were ideally stable because their 461 



projections in AEA were close to zero. However, those close to the ideal genotype were 462 

G5(BKL1-B1-259-1) and G6(BKL1-B2-260-2). The deficient yield genotypes were Rindang 463 
2, G1(BKL3-RS1-1-253-18), G2(BKL4-RS1-1-256-21), G3(BKL4-RS1-2-257-22), and 464 
G12(BKL3-B3-267-9), because it was located far from the ideal ones. 465 

 466 
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 475 

Fig 4. Mean versus stability biplot for grain yield showing the stability and performance of 476 
each genotype 477 

 478 
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 486 

 487 

Fig 5.  GGE biplot with mega-environment sectors: which won where biplot for grain yield 488 

showing identification of winning genotypes and their related mega-environments  489 



 490 

The polygon is drawn from the position of the point farthest to the axis (0, 0), which 491 
then forms an angle. Therefore, all genotypes are present in the polygon. Subsequently, a 492 
perpendicular line is drawn from the axis (0, 0) to each side of the polygon, dividing the 493 

location into sectors, with each having a different genotype angle. Apparently, in each sector, 494 
the genotype suited at the top of the polygon was identified as the best in all the locations 495 
(Yan and Kang, 2003). Seven genotypes were located at the top of the polygon: G5(BKL1-496 

B1-259-1), G13(BKL4-B1-268-10), G11(BKL3-B1-265-7), G12(BKL3-B3-267-9), Rindang 497 
2, G1(BKL3-RS1-1-253-18), and G4(BKL4-RS1-3-258-23) (Fig 5). The genotypes were 498 

spread across seven sectors, but only two provided a suitable environment for the genotypes 499 
to be tested. The first sector, which comprises G7(BKL1-B3-261-3), G10(BKL2-B3-264-6), 500 
and G13(BKL4-B1-268-10), is appropriately adapted to the Sungai Serut, Aur Gading, 501 

Semarang Village, and Sawah Dendam environments. The second sector included G6(BKL1-502 
B2-260-2) and G5(BKL1-B1-259-1), which were precisely adapted to the environment in 503 
TB. 504 

Stability analysis using several methods can help breeders make decisions quickly and 505 
comprehensively to obtain stable superior genotypes. It can be done by comparing the results 506 
of the statistical relationship between them (Shukla et al., 2015; Goksoy et al., 2019). We 507 

compared the results of several methods to determine the yield stability of the lines (Table 508 
10). 509 

Table 10  510 

A summary of the stability analysis using a parametric, nonparametric, and GGE biplot to 511 

determine the yield stability of the inbred lines 512 

Methods Parameters Stability  Stability Lines 

Parametric stability 

Regression bi b=1 G10, G13, G5, G7 

  bi and S2di  b=1; S2di=0 G10, G5, G6, G7, G8 

Variace Wi2 Low G10, G2, G7, Inpago 12 

  σ2 Low G10, G2, G7, Inpago 12 

  Di Low G2, G7, Inpago 12, Rindang 2 

  CVi Low G10, G13, G5, G7, Inpago 12 

Nonparametric stability 

  Ysi YSi> mean 
G10, G13, G5, G6, G7, G8, 

G9 

  Si(3), Si(6) Zi< Chi-sq-table all genotipe 

  Si(1), Si(2) Zi< Chi-sq-table all genotipe 

  NPi(1), NPi(2), NPi(3), NPi(4) Low G2, G5, G8, G11, Inpago 12 

  TOP 
The top third of the 

ranks 
G13, G10, G5, G7, G9 

GGE biplot  

  discrimitiveness vs. representativeness G13, G10, G5, G7, G6 

  mean vs. stability G13, G10, G5, G7, G6 

  which−won−where G13, G10, G5, G7, G6 

Bold letters indicated the stable genotype frequency of each parameter 513 

Based on parametric stability analysis as well as the results of nonparametric analysis, 514 
the genotypes that had high frequency were G10 (BKL2-B3-264-6), G7 (BKL1-B3-261-3), 515 



G13 (BKL4-B1-268-10), and G5 (BKL1-B1-259-1); meanwhile, the biplot GGE analysis 516 

showed that there was an additional stable genotype, G6(BKL1-B2-260-2) (Table 10). 517 
Overall, the results of this study indicated that there were four consistently stable lines based 518 
on parametric and nonparametric stability analyses: G10(BKL2-B3-264-6), G7(BKL1-B3-519 

261-3), G13(BKL4-B1-268-10), and G5(BKL1-B1-259-1). The GGE approach methods 520 
showed consistent stability, with lines G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), 521 
G5(BKL1-B1-259-1), G7(BKL1-B3-261-3), and G6(BKL1-B2-260-2) showing high-yield 522 

potential, wide adaptation, and stability, and these should be tested more widely as candidates 523 
for new varieties. 524 

4. Conclusion 525 
 526 
Landrace varieties are a source of germplasm that can be developed into new superior 527 
varieties that are resistant to biotic or abiotic stress through plant breeding programs. 528 

Multilocation trials are essential in plant breeding as well as in other studies carried out in the 529 

field of agronomy. A combination of agronomy and plant breeding is needed to improve 530 
plant characteristics and stability tests before releasing new varieties. A single stability 531 

analysis method may not be sufficiently representative to determine the stability performance 532 
of genotypes across environments. In this study, we evaluated 14 inbred lines in five 533 
environmental trials. Stability analysis uses a parametric approach, nonparametric approach, 534 

and GGE biplot. This study indicated that there were four consistently stable lines based on 535 
parametric and nonparametric stability analyses: G10(BKL2-B3-264-6), G7(BKL1-B3-261-536 

3), G13(BKL4-B1-268-10), and G5(BKL1-B1-259-1). The GGE approach methods showed 537 

consistent stability, and lines G13(BKL4-B1-268-10), G10(BKL2-B3-264-6), G5(BKL1-B1-538 
259-1), G7(BKL1-B3-261-3), and G6(BKL1-B2-260-2) showed high-yield potential, wide 539 
adaptation, and stability, and it is recommended to be tested more widely at least 3-6 540 

replications must be carried out for each trial in order to obtain a representative as a candidate 541 
for new varieties. Genotypes G7(BKL1-B3-261-3), G10(BKL2-B3-264-6), and G13(BKL4-542 
B1-268-10) were more adapted to the Sungai Serut, Aur Gading, Semarang Village, and 543 

Sawah Dendam environments, while G6(BKL1-B2-260-2), and G5(BKL1-B1-259-1) were 544 
properly adapted to the environment in Talang Benih.  Furthermore, this study is expected to 545 
be able to solve the problem of providing superior varieties originating from breeding 546 

programs through the developing of landraces varieties for high yield, wide adaptation, 547 
stability, and resistance to biotic and abiotic stress.   548 
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Editor 

Is the experiment carried out with two replicates only? 

How did you perform the statistical analysis with 2 replicates only? 
 

First, add the comments of the reviewer and your responses to them since he isn't evaluate them 

yet. 

Second, the confidence in the results and conclusion is very important. How is the specialist in 

statistics recommend to design a field experiment based on 2 replicates only. For sure, it will 

affect the experimental error, SE, SD and the p value which is sensitive to sample size. the 

minimum replicates for experiment is 3 or 4. This type of weakness must be resolve or provide 

an evidence from well documented source for trusted statisticians go with your opinion. 
 

Replies to Reviewer/editor:  

 

Comment:  First of all, we deeply appreciate your helpful comments, As the reviewer pointed 

out,  this study carried out with two replicates consisted of 14 lines and two check varieties 

grown in five locations.  This is commonly applied by breeders if the number of seeds is limited. 

Previous study of GxE interaction analysis and AMMI models were performed using two 

replicate (Francis and Kannenberg, 1978; Alwala et al., 2010; Tekdal and Kendal., 2018; Li et 

al., 2018; Singh et al., 2019).  Meanwhile, Zobel et al. (1988) state that most trials had four 

replicates, but some only two or three can be executed for the yield trial; which of 980 possible 

plots, 912 were actually harvested. We used a plot measuring 5 m x 5 m with a population of 625 

per plot, quite representative for the sample size.   

Multilocation trials are experiments that carried out in several different locations, but using the 

same design and treatment.  Overall, the total variance of responses divided into three sources of 

variance, namely: main effect of genotype, main effect of location/enviroment, and the effect of 

interaction between genotype and location.To perform a multilocation analysis, several 

assumptions must be met. As for the assumptions that must be met to perform analysis of 

variance is as following (Steel and Torrie, 1980): 

1. The experimental residuals are normally distributed: the homogeneity of the residual variance 

can be formally tested using the test Barlett. 

2. The experimental residuals are independent: the randomness of the experimental residue can 

be plotted between the estimated value of the experimental residue with the estimated response 

value (Mattjik and Sumertajaya, 2013). The residual are mutually independent if the plot made 

does not form a certain pattern or clear model. The formal method used for testing independent 

residuals is the runs test. 

3. The experimental residuals have a large variance homogeneous: tests for normal distributed 

residuals are used, namely the Kolmogorov-Smirnov test. The residuals are normally distributed 

if the value is p-value ≥ 𝛼 

 



The results of the analysis using PBSTAT-GE software showed that the assumption of the data 

has met the normality and homogeneity of the residuals. Figure 1 shows the distribution of 

residues forming a relatively linear pattern of dots and not indicates a deviation normality. 

Residual homogeneity is visible in Figure 2 which shows the distribution of residue is around 

line 0 and does not form a certain pattern. It means that our data has met the eligible assumptions 

for F-test and so on. Furthermore, We recommended for a wider trial with a national scope, at 

least 3-6 replicates should be carried out for each experiment in order to obtain representative as 

a candidate for a new variety. 

 

 
 

                              Figur 1                                                                      Figur 2 

 

 

As the reviewer suggested, we have revised and added sentences in the  Results and Discussion  

sections highlighted with red color, on page 6, lines 190-198.  We do not display the results of 

the analysis of data assumptions because there are too many pictures that have been presented 

which focus more on the object of research. As the reviewer's suggestion, we recommended for a 

wider trial with a national scope, at least 3-6 replicates should be carried out for each experiment 

on the Conclusion sections highlighted with red color.  Those was stated on page 19, lines 573-

575. 

 

 

.   
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